
Table S5 Identity between CBLs gene in Nitraria tangutorum.
Identity
（%）

NtCBL1-1 NtCBL1-2 NtCBL3-1 NtCBL3-2 NtCBL4-1 NtCBL4-2 NtCBL4-3 NtCBL8-1 NtCBL8-2 NtCBL10-1 NtCBL10-2

NtCBL1-1 98.13% 65.11% 66.49% 68.07% 68.07% 68.07% 42.18% 60.00% 67.68% 67.76%
NtCBL1-2 98.13% - 65.60% 67.22% 68.58% 68.41% 68.41% 42.05% 59.71% 67.68% 67.76%
NtCBL3-1 65.11% 65.60% - 90.06% 68.52% 68.28% 68.04% 65.65% 65.18% 67.65% 66.31%
NtCBL3-2 66.49% 67.22% 90.06% - 68.43% 68.25% 67.98% 66.42% 66.24% 66.37% 64.83%
NtCBL4-1 68.24% 68.58% 68.52% 68.43% - 99.84% 98.60% 74.13% 74.31% 67.03% 67.69%
NtCBL4-2 68.07% 68.41% 68.28% 68.25% 99.84% - 98.44% 73.96% 74.13% 66.85% 67.50%
NtCBL4-3 68.07% 68.41% 68.04% 67.98% 98.60% 98.44% - 73.96% 74.13% 67.03% 67.50%
NtCBL8-1 42.18% 42.05% 65.65% 66.42% 74.13% 73.96% 73.96% - 97.65% 68.01% 67.31%
NtCBL8-2 60.00% 59.71% 65.18% 66.24% 74.31% 74.13% 74.13% 97.65% - 68.33% 67.12%
NtCBL10-1 67.68% 67.68% 67.65% 66.37% 67.03% 66.85% 67.03% 68.01% 68.33% - 96.80%
NtCBL10-2 67.76% 67.76% 66.31% 64.83% 67.69% 67.50% 67.50% 67.31% 67.12% 96.80% -


