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Supplemental Figure 2. C2H2-17 and MYB-24 genes expression patterns of
RNA-seq and qPCR. The X-axis represents three samples (S1, S2 and S3). The Y-axis
on the left represents the expression data of qRT-PCR. The Y-axis on the right
represents the relative expression levels of DEGs validated by RNA-seq. The error
bars represent standard error.



