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Supplementary Figure S1: Sequence alighnment showing the moderate homology between AmePNG and
other PNGase H* enzymes. Pairwise sequence identities are approximately 31.3% between AmePNG and
RcPNG, 31.1% between AmePNG and DjPNG, and 31.4% between AmePNG and TrPNG. In contrast, RcPNG,
DjPNG, and TrPNG share higher sequence identities ranging from 45% to 55%. Catalytically relevant residues
are highlighted in green



