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analysis (a—f) of differential metabolites in six comparison groups.

AH-NH vs D2 and AH-NH vs D4 represent normal harvest versus 2-week and 4-week
delayed harvest at harvest, respectively. RTP-NH vs D2 and RTP-NH vs D4 represent
the comparisons between normal harvest and a 2-week or 4-week delayed harvest
following post-ripening at room temperature, respectively. LTP-NH vs D2 and LTP-NH

vs D4 represent the comparisons between normal harvest and a 2-week or 4-week

Kyoto Encyclopedia of Genes and Genomes (KEGGQG) pathway enrichment

delayed harvest following post-ripening at low temperature, respectively.



