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Figure S3 Statistics of 2,4-epibrassinolide (EBR) induced KEGG pathway enrichment

among three developmental stages. The vertical axis indicates biological pathways, horizontal

axis indicates rich factors calculated. The sizes of the dots indicate the numbers of differential

expression genes in specified pathway. The colors of the dots correspond to the scopes of Q-value.

(a) BR 5 days vs control 5 days; (b) BR 10 days vs control 10 days; (c) BR 15 days vs control 15

days.
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