Table S3. Known miRNA identified in grape inoculation with B.cinerea (TR) and H,O (CT).

MiR_names are as follows, L-n and R-n means the miRNA_seq (detected) is n base less than the known rep_miRSeq on the left and right side; L+n and R+n means the miRNA_seq (detected) is n base more than known rep_miRSeq in the left and right side; 2ss5TC13TA means 2 substitutions (ss), with T replacing C at position 5 and T replacing A at position 13. The last three letters repesent species of known rep_miRSeq.

family miR_name miR_seq len ?;nome strand  start end pre-miRNA_seq type SS hairpinLen CG% dG ::Z: {.?g) Te:\?ir; Eé\fvr)
miR156 Wwi-miR156b TGACAGAAGAGAGTGAGCAC 20 chrll 7623217 7623319 agagagagacTGACAGAAGAGAGTGAGCACatgcaggcaatttgtataagggtatacctatgecggtgcgTGCTCACCTCTCTTTCTGTCAGCttcaggtget 5° ... (@ (A A (@O B BN BB IS R 91 49.50 -47.30 68.00 36.33
wi-miR156d-p3 TGCTCACCTCTCTTTCTGTCAGC 23 chrll 7623217 7623319 agagagagacTGACAGAAGAGAGTGAGCACatgcaggcaatttgtataagggtatacctatgecggtgcg TGCTCACCTCTCTTTCTGTCAGCttcaggtget 3' ... (E(((((HEHEE)) B B BB B ) R 91 49.50 -47.30 177.33 83.00
Wi-miR156g-p3 GCTCTCTAGACTTCTGTCATC 21 chrl7 3046324 3046426 gotgatgttgTTGACAGAAGATAGAGAGCACAgatgatgatgtgcatggagtttgeatctcactectttgtGCTCTCTAGACTTCTGTCAT Caccteageeee. . 3 [ () B B DI BINII))) ) Hs 95 47.60 -49.30 58.00 12.67
Wi-miR156f TTGACAGAAGATAGAGAGCAC 21 chrid  + 26463671 26463775 ttatgttctgTTGACAGAAGATAGAGAGCACaactgaacatacccaagagggetigtgtitgageagtettgtCCTCTCTCTTCTCCTGTCAACAgaacttgety 5 (CCCCCCCCCCCC LG CLCCCCLCCCh-CCLC Lt IMND-IN-DIIN- D DINN))-.... 95 44.80 -45.40 176.00 71.67
Wi-miR156f-p3 CCTCTCTCTTCTCCTGTCAACA 22 chrid  + 26463671 26463775 ttatgttctgT TGACAGAAGATAGAGAGCACaactgaacatacccaagagggetigtgtitgageagtcttgtCCTCTCTCTTCTCCTGTCAACAgaacttgety 3 ... (CCCCCCCLCCCC L Ll L LoD NN-IN- I I 95 4480  -45.40 21.00 11.33
miR159 Wi-miR159¢-p5 AGCTGCTGACTTATGGATCCC 21 chrl? 2609205 2609394 gégg?gtga%zg;gtggLiﬁgi?::;ﬁ;gg%?ﬁ;ﬁ?glét(a;gAa$%_A6?A(;2Ggg§ég:gﬁggfcﬁ[§§CﬁCﬁgCCCtatCCCglcaatgQ9Qggcaﬁggataggmgtggm 5 j')')'gjg(.%.(.()()()()()(jjgf.()()()()(jj§$.()()()()()(j)()()()()()(.()()(.'.'.(.(..««'((«"((((""(((((”((((«('«( ------- D)D) 40 48.90 89 5246.33 1970.00
Wi-miR159¢ TTTGGATTGAAGGGAGCTCTA 21 chri? 2609205 2609394 ggggﬁg?a%zzzgfgrlcif:ta;tcc:;zt;gtaagagtgctccx???ggﬁgifgggfgggﬁ;;chcctcccacagccctatcccgtcaatggggggcattggataggcngtggcﬂ 3 j-)-)-g;g(;;;l(l()()()()()()-)-§fl()()()()()-)-g$l()()()()()()-)()()()()()(l()()(l-l-l(fl((((-((((--((((----(((((--(((((((-((( ------- DD M-INM)-) g9 4890 -89 10279.33 4459.33
mMiR160 Wi-miR160c_R-2 TGCCTGGCTCCCTGTATGC 19 chrlo  + 11745661 11745766 aaatgggttgTGCCTGGCTCCCTGTATG cacacgtagagaccactcectttceeggattggetatitgcgagtggegtocgaggagecaageataceeaccatte 5 (L LALLM N 97 57.50 -57.80 12.50 7.00
Wi-miR160b-p3 GCATGAGGGGAGTCAAGCAGG 21 chrlo  + 1222379 1222482 aatattgttctgcctggetecctgaatyccatctaagaagetigttaaagagtgtigacaaccticctatttgGCATGAGGGGAGTCAAGCAGGegaaacactt 3 (L MMMMM-IMM- MMM IO k] 4520  -46.70 4.00 0.00
Wi-miR160c_R-2 TGCCTGGCTCCCTGTATGC 19 chrs  + 13017021 13017122 catacttacaTGCCTGGCTCCCTGTATGC catttgcaaagtccaccegaggattggtagecttcgeggatggegtycgaggagecatgcatgeatcttgett 5 (@) 1)) D BN BN s 84 54.90 -46.80 12.50 7.00
miR164 wi-miR164a TGGAGAAGCAGGGCACGTGCA 21 chrl4 1414565 1414682 aagctcttgaTGGAGAAGCAGGGCACGTGCAgttcacaaattctaatctgctetgcacgtgcagttcacaaattctaatctgetetgeacgtgeteeccttctccaacatgggttect 5 ([ (e (- ((GI(((@9)))19) D IMNIMM-INNIN))... 114 49.20 -49.30 35.67 18.33
wi-miR164a TGGAGAAGCAGGGCACGTGCA 21 chr7 3287470 3287590 agetecttgtTGGAGAAGCAGGGCACGTGCAgatttgecteacttitceecctittticttctitactcccaccaccgeecacaggettgeacgtgetecccttctecaacatgagticet. 5 ((C(CACCKCC QUG CD-IMIMM-MMIMNNN)... 118 54.50 -44.90 35.67 18.33
wi-miR164a TGGAGAAGCAGGGCACGTGCA 21 chr8 + 10080460 10080556 ttgagcaagaT GGAGAAGCAGGGCACGTGCAttactagctcatgcaccacaaaccaataatcttttgctcgagttagactettgettgetgetttga 5' (((((((((E (o)) I ((((((CH (o MBNNBIS))))) 87 45.40 -24 35.67 18.33
miR166 Wi-miR166h-p5 GGAACGCTGTCTGGTTCGAGA 21 chrs 6741188 6741287 aacagttgaggGGAACGCTGTCTGGTTCGAGACeactcgeticaagtacagacataatctgaatgatc TCGGACCAGGCTTCATTCCCCecaactcaaca 5 L L) LI NI DI 92 50.00 -41.40 34.00 7.33
wi-miR166a_R+2_1 TCGGACCAGGCTTCATTCCCC 21 chrs 6741188 6741287 aacagttgaggGGAACGCTGTCTGGTTCGAGACcactcycticaagtacagacataatctgaatgatc TCGGACCAGGCTTCATTCCC Cecaactcaaca 3 (L CCCCChCACAC DL DI NI 92 5000  -41.40 58647.90 41547.86
Wi-miR166g-p5 GGAATGTTGTCTGGTTCGAGA 21 chi7 453858 453957 aacagttgaggGGAATGTTGTCTGGTTCGAGAccticgtatgaagetcaageagegtttgaatgatt TCGGACCAGGCTTCATTCCCCleaacccaaaa 5 LN - I 90 47.00 -55.50 1.67 0.00
wi-miR166a_R+2_1 TCGGACCAGGCTTCATTCCCC 21 chr7 453858 453957 aacagttgaggGGAATGTTGTCTGGTTCGAGAICcticgtatgaagetcaagcagegtitgaatgattTCGGACCAGGCTTCATTCCCC icaacccaaaa 3 Ll %2 4700  -55.50 58647.90 41547.86
Wi-miR166¢-p5 GGAATGTTGTCTGGCTCGAGG 21 chris 16978572 16978731 ?g‘ggfggﬁéég?;gg;fggg&lgai’;;gr; ttaactitgatcegtitctetagatceatatcacctatatatatgtatatt tgageatgtgtogtgteg o, oo (f('(s(_(f(_(("((««“(«'«(((( """""" (oo (LG (e - DD M-I 145 4060  -51.60 560.33 370.33
Wi-miR166a_R+2_1 TCGGACCAGGCTTCATTCCCC 21 chris 16978572 16978731 ?gg%;gggﬁégg?;gﬁ;?ggg&l:a(;gzg‘;'" acttaccttaacttigatccgtitetctagatccatatcacctatatatatgtattati jlactgageatgigtigggteg o, ... (f(-(s(l(f.(l((--((((((--(((-(((((( ------------ [(((Coms )))) (CCCCCC (s DD D)D) 4 45 40.60 51.60 58647.90 41547.86
Wi-miR166d-p5 GGATTGTTGTCTGGCTCGAGG 21 chrle 21405216 21405375 ;‘Cg’ccct;fgaégi%éZE%EE?L%%%%L%&:;;Z?;Caaccatcmg‘mgamaaatacmgmagmcaacCcatcmCcncaamaamcaccth‘ga“atgtg"ag‘ 5 j')')'jgggg(“(_(_(“(_'(("((««“((«('((('((((“'((((( """ (O MMM 14 4690  -51.07 25.00 17.00
Wi-miR166a_R+2_1 TCGGACCAGGCTTCATTCCCC 21 chri6 21405216 21405375 ;'cgcf;‘gfggi(ééZE%TCTTGTTC%GTGC%TC%%’;?gﬁ;Caaccammga‘tgamaaatacmgatcagmcaac°°a'mmmcaat'caamCaCCCtC‘ga“atg'g"ag‘ 3 DIIMMIMN-IM-D) 145 4690 5107  58647.90 41547.86
Wi-miR166a_L+2 TCTCGGACCAGGCTTCATTCC 21 chi8 3302797 3302926 g;ggtg‘gmggaatgaggmgatcCaaga‘“mcmmcCa“aamcmag‘amggmgamagmcmmmgg“g“CTCGGACCAGGCTTCATTCC[Q““C N (AT (—— L DI I IDD DI IN-- 129 4310 -4320 181465 1443.89
Wi-miR166e-p5 GGAATGTTGTCTGGCTCGAGE 21 chr2 . 2955722 2955887 g;gstttt;%e:gtg;?éégigg%gg?g;ﬁégggsz;gs:;t%gatctatgatctgcgtgtaattgtgaatgggtgatcgtctctcagttttgaaggagagatmgagtgatcmgatcat 5 ()()())gg(gg;;g)()()(()()()(((((((((((( ----- (CCCCCCLC - CCCCCLCCCLLLCore DN N)- 460 145.80 7180 560.33 370.33
Wi-miR166a_R+2_1 TCGGACCAGGCTTCATTCCCC 21 chr2 N 2055722 2255887 g;@g;t;%ig?cz?ééggggi’égl@ﬁ_g;?_ﬁéggéii;;ﬁgglﬁlClﬁlgalC[gCnglaatlg[9aatggglgatcQmmagmtgaaggagagﬁtmgaglgalcmgamal 3 ()()())gg(gggg)()()(()()()(((((((((((( ..... (CCCCCCACD-vre CCCCLCCCCCLCDDN-DID)-DIIIMN)- 1 60 45.80 71.80 58647.90 41547.86
wi-miR166b-p5 GGAATGTTGGCTGGCTCGAGG 21 chri2  + 17937398 17937496 gttttttgaggGGAATGTTGGCTGGCTCGAGGcatt Jaagaac JtgaaggtgTCGGACCAGGCTTCATTCCTCtcaaatataca 5' (@@ SMN))-M-MMINMN))--))- 98 42.40 -38.40 209.50 128.33
Wi-miR166a_R+2_2 TCGGACCAGGCTTCATTCCTC 21 chrl2 o+ 17937398 17937496 gttitttgaggGGAATGTTGGCTGGCTCGAGGCat Jaagaac Jtgaaggtg TCGGACCAGGCTTCATTCCT teaaatataca N @EEE((c— M-I IMNNIN)--)- 98 42.40 -38.40 58647.90 41547.86
Wi-miR166f-p5 GGAATGTTGGCTGGCTCGAGG 21 chr? o+ 19450014 19450113 tgtagttgtggGGAATGTTGGCTGGCTCGAGGtttctigagtgatttatgtatacctcaaaaagct TCGGACCAGGCTTCATTCCCCteaacacactt 5 LALLM NN D). 97 4600  -47.70 209.50 128.33
Wi-miR166a_R+2_1 TCGGACCAGGCTTCATTCCCC 21 chr? o+ 19450014 19450113 tgtagttgtggGGAATGTTGGCTGGCTCGAGGtttctigagtyattttatgtatacctcaaaaaget TCGGACCAGGCTTCATTCCCCteaacacactt 3 (L LG - MMM NI D). 97 46.00 -47.70 58647.90 41547.86
miR167 wi-miR167b_R-1 TGAAGCTGCCAGCATGATCT 20 chri4  + 7137388 7137486 caatagcagtTGAAGCTGCCAGCATGATCTaagcttttctgttgeccaccectttctccaggaaagact AGATCATGTGGCAGTTTCACCtgttgatgga 5' (M (e M-I I 91 46.50 -46.30 165.33 113.28
wi-miR167b-p3 AGATCATGTGGCAGTTTCACC 21 chri4  + 7137388 7137486 caatagcagtTGAAGCTGCCAGCATGATCTaagettttctgttgeccaccctttctccaggaaagact AGATCATGTGGCAGTTTCACCtgttgatgga 3 A (e MMM IN))-... 91 46.50 -46.30 28.83 20.67
WwWi-miR167b_R-1 TGAAGCTGCCAGCATGATCT 20 chrb + 5845385 5845474 cactatcagtTGAAGCTGCCAGCATGATCTaaacttgcttccctitgtgaacagagatct AGATCATGTGGCAGTTTCACCtgttgttggt 5' 85 44.40 -34.90 165.33 113.28
wi-miR167e-p3 AGATCATGTGGCAGTTTCACC 21 chrs + 5845385 5845474 cactatcagtTGAAGCTGCCAGCATGATCTaaacttgcttccctitgtgaacagagatct AGATCATGTGGCAGT TTCACCtgttgttggt 3 85 44.40 -34.90 28.83 20.67
tttgagaggtTGAAGCTGCCAGCATGATCTggtgaaacaaacaccatctetttcttctctaaccecatgtetggattegtecaccgatccattattatagaccaggecgeecegttteeeat B (((E (oo [((EI((Ee(EE(((emm((((e(e))))) mm(((((EEer
wi-miR167a_R-1 TGAAGCTGCCAGCATGATCT 20 chrl + 1618504 1618854 gtagtgatcgataattaggctcggggttttcactttttagtgggatctaatccttaggatggatgtttgtatgggtggtatatatcatggtgaggtetgtttictattttaattctaacggggttttgatttagetgagg  5' D)) FES)))) B))))) B (((G))) Bi))))))) ) IR ((699)) B))))) ) K IMN)-))--))-N)-))) 42.50 -111.80 165.33 113.28
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tttgagaggtTGAAGCTGCCAGCATGATCTggtgaaacaaacaccatctctttctictctaaccecatgtetggaticgtecaccgatecattattatagaccaggecgeccgtttceeat

gtagtgatcgataattaggcteggggttttcactttitagtgggatctaatecttaggatggatgtitgtatgggtygtatatatcatggtgaggtctgttttctatttaattctaacggggttttgatttagetgagy  3'

gggtataattcatagectaattccaaaacctaactccatagagatagggticcatgatct AGG TCATCTTGCAGCTTCAATcactcactca

ggtetctaatTCGCTTGGTGCAGGTCGGGAAcCcgacttcgeegetceggeagegecggaggeacgeggeggectacgattggttgetgagegaattecgat CCCGCCTTG
CATCAACTGAATcggagacggc

ggtctctaatTCGCTTGGTGCAGGTCGGGAAccgacttcgeegctccggeagegecggaggeacgeggeggectacgattggttgctgagegaattccgat CCCGCCTTG 3
CATCAACTGAATCcggagacgge

agagtggaag TGAGCCAAGGATGACTTGCCGgcagctgcagcaaggcattaaggtttaactggecataactggcaageatcegaggctctgtttcacectet 5'
agggtggaatagagecaaggatgacttgceggcatttgcagtaagtctatattaactggaacagcCGGCATGTAATCCTGGCTCTAtttggtectct 3
agggtggaatc aaggatgacttgece tgcggaaggacttgcatgggecttta GGCAAGTTGACTTGACTCAGTttggccctct 3
agggtggaatTGAGCCAAGGATGACTTGCCGtcctttgcatcaagcattgaagctttaactgggcatgcacggctagttattcttggetcatttggeeectct 5
agggtggaattgagtcaaggatgacttgece tgcagaaggcatgcaggggcttttagctatgtgtaaccGGCAAGTTGACTTGACTCAGTttggccctet 3
agggtggatt TGAGCCAAGGATGACTTGCCGccatcagcagcaagcattgaagcetttaactgggeatggacagegagttattettggetcatgeggeecctet 5
agtgtggaat TGAGCCAAGGATGACTTGCCGgcagctgcagcaaggcattaaggtttaactggctataactggcaageatcecgaggetctgtttcaccctet 5'

gaaagtatggtgCAGCCAAGGATGACTTGCCGActctctacttagccatctgectttctccaaggaggcttgcagtactgatgaagecggeaagttgtetttggcetacatgcttctttetg 5

ttgctcgatcgttaatgtgettctccagtttctattgcaatttatgcataggc

gatattatggtgCAGCCAAGGATGACTTGCCGA
gatattgactgaggaatcaataatgggcaagttgtgtttggetacatgtttatcteat

gtctcgtetggtagccaaggatgacttgectaaatccaccaggtttcaaaacactgaatgtaattatccacaaagegatteegtggtetttaggCAGTCATTCCTTCGGCTAAACtgace

ggClC s
tgagtggaatagagccaaggatgacttgccggeaactgcagcaaggceatagggtttaactggtcataactggc AAGCATCTGAGGCTCTATTTCaccctet 3
tagatacacgagatattgatacggttcaattagaaagctgtgttctaagttaagaactctgttgtt TGATTGAGCCGTGCCAATAT Cacgtcctacttct 3
tggggggaggtattggegtgcctcaatttaaagacatggttagatgaagagatattagecatgtgatttgaT TGAGCCGCGTCAATATCTCCttttgca 3
tggtattacgggatattggtgcggttcaataagaaagcagtgctcgcaatctttttgagttctggttttTGATTGAGCCGTGCCAATAT Cacgtgtcattget 3
tggtgggaagcgTGATGTTGGGACGGCTCAAT Caaaccaaagatctcaatggttgagtcctttaatc TGATTGAGCCGTGCCAATAT Catgttcaatac 5'
tggtgggaagcgTGATGTTGGGACGGCTCAAT Caaaccaaagatctcaatggttgagtectttaatc TGATTGAGCCGTGCCAATAT Catgttcaatac 3
ttgaagaaagcgatgttggtgaggttcaatctgaagattgatttatgcttgaatgtaaaaactgatctcagaT TGAGCCGCGCCAATATCACT ttctgtgge 3

gttagctgatgcAGCATCATCAAGATTCACACCcaatggaagggcagtgatgcaatetctgccaaagattitgagaTGAGAATCTTGATGATGCTGCattcgea 5
gtgaa

gttagctgatgcAGCATCATCAAGATTCACACCcaatggaagggcagtgatgcaatctctgccaaagattttgagaTGAGAATCTTGATGATGCTGC attegea

gtgaa 3
aglggtttaagagageticcticagtecacteatggatgggttaggggtitggattagetgeegacteaticaticaaacacagtagaatggaaatggagtitactactgtgaatgtgtgaatgatgegggag o,
gtaaatttcatccttttcttgtctgtgc TTGGACTGAAGGGAGCTCCC ttctactgtttt
gaacagctgaagagctecttttagtccaataaagagggetgaggggeggeeagagetgecatetcatgeactiggetatgettattctiticteaatcaatteggticgagtatggetgtygagtgacaaatg o,
ctaagtttagcctgatgcatgacatgggagcaactcetcegeacgetttgcccactcaT TGGACTGAAGGGAGCTCCCagggeagatet
tgcagaaatgggggttectttgcagcccaaaacaactccatcgctgaagaagatgatgaacttcatgetectigt TTTGGACTGAAGGGAGCT CCTagttcttctct 3
tgtggaagaaggagctctctitagteeagtcegagacageticaaggetgatacgtggetgetgactegtigetteaagaacteatcacataggectggaaaagatggatggtttttgateeaacgatgea. o,
ggagctgegttcagttatggctgtcacgtc TTGGACTGAAGGGAGCTCCCttgtattccaca
agaatctgttAAGCTCAGGAGGGATAGCGCCatgagcecatgatgaaaatgattgttgagtigaaaattttttctagcttgttttttgggtcatcatttt JCC t9ag ¢,
tttcacgggttcttc

ggaggaggcaTCCAAAGGGATCGCATTGATCCcaaactctccatgtctttggatcatgctatcectttggattectectttgg 5'
ggtggacagtTCCAAAGGGATCGCATTGATCCcatggttatcttccacctctcttaccagactatcataacaaagtctggcctttttcccattggATCATGCTATCCCTTA 5
GGAACitctccatcag
ggtggacagtTCCAAAGGGATCGCATTGATCCcatggttatcttccacctctcttaccagactatcataacaaagtetggectttttcccattggATCATGCTATCCCTTA 3
GGAACtctccatcag

acagagtttaTTGGCATTCTGTCCACCT CCcatctcttgaaaatctctcttttctctctgtggaggtgggeatactgccaaccaagcetetgtt 5
cagagccattTTGGCATTCTGTCCACCTCCatatataccaattcttctgaattggegeccacaagegtttggaggeggecaggatgecaaattggctetgta 5
cagagccattTTGGCATTCTGTCCACCTCCatgcacatcatgggtctatattcttttggaggtggecageatgecaaagtggcetetgta 5
ctecectagaGTTCCCTTGACCACTTCACTGgggaccttctctaattataatgacttcctaCTGAAG TG TTTGGGGGAACtcctggtgecatt 5'

ctceectagaGTTCCCTTGACCACTTCACTGgggaccttctctaattataatgacttcctaCTGAAGTGTTTGGGGGAACTtcctggtgccatt 3

ctttatagcttgttaattca _,
5
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CTGAAGTGTTTGGGGGAAC

CTGAAGTGTTTGGGGGAAC

CTGAAGTGTTTGGGGGAAC

GTTCCCTTGACCACTTCACTG

CTGAAGTGTTTGGGGGAAC

GTTCCCTTGACCACTTCACTG

CTGAAGTGTTTGGGGGAAC

CTGAAGTGTTTGGGGGAAC

TTCCACAGCTTTCTTGAACT

GTTCAATAAAGCTGTGGGAAG

TTCCACAGCTTTCTTGAACT

TTCAAGAAAGCCGTGGGAAA

TTCCACAGCTTTCTTGAACT

TTCCACAGCTTTCTTGAACT

GGAGTGGCACCTGAGAACACCGG

TGTGTTCTCAGGTCACCCCTT

GGAGTGACCTGAGAATCACATG

TGTGTTCTCAGGTCGCCCC

TGTGTTCTCAGGTCGCCCC

GTGCAATCCTCCTTTGGCAGA

TTTGTGCGCGAATCCAACCCC

TTAGATTCACGCACAAACTCG

CCTCGAGTTTGTGCGCGAATC

TTAGATTCACGCACAAACTCG

TTAGATTCACGCACAAACTCG

TTAGATTCACGCACAAACTCG

TTAGATTCACGCACAAACTCG

AGTTTGTGCGTGACTCTAAAA

TTAGATTCACGCACAAACTCG

CGGGGACGAGGTAGTGCATGG

ATGCACTGCCTCTTCCCTGGC
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6566652

6566652

6499914

6499914

6527928

5253110

5253110

5246790

5246790

7372522

5119591

731608

731608

15575581

15575581

16503544

2983545

166482

166482

600181

600181

602611

65247

168099
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gececctagagttecectgaccacttcactggggatctictgtaatgacttcctaCTGAAG TG TTTGGGGGAAC cctggtgtcat

geeccctagagttceectgaccacttcactggggatcttctttaatgacttcctaCTGAAGTGTTTGGGGGAACtcctggtgteat

gececctagagttecectgaccacttcactgggggatctictgtaatgacttcctaCTGAAG TG TTTGGGGGAACcctggtgtcat

geeccctagagttcecctgaccacttcattggggatettetctaatgacttcctaCTGAAGTGTTTGGGGGAACtcctggtgteat

gtaccctagagttcecctgaccacttcactggggatettetctaatgacttcccaCTGAAGTGTTTGGGGGAACcctggtgteat

gtceectagagtteeectgageacttcattggggatecttagttttcaattcctaCTGAAGTGTTTGGGGGAACtceeggtgteat

gtccectagagttceccttaccacttcactggggatettctctaatgaatgectacgtaCTGAAGTGTTTGGGGGAACTKcctggtgecat

gtcecctagagtteccttgaacacttcactggggaccttctetagttataatgacttcctaCTGAAGTGTTTGGGGGAACtcctggtgecat

gtccectagaGTTCCCTTGACCACTTCACTGgggaccttctctaattataatgacttcctaCTGAAGTGTTTGGGGGAACtcctggtgctat

gtccectagaGTTCCCTTGACCACTTCACT GgggaccttctctaattataatgacttcctaCTGAAGTGTTTGGGGGAACtcctggtgctat

gtccectagaGTTCCCTTGACCACTTCACTGgggaccttctctagttataatgacttcctaCTGAAGTGTTTGGGGGAACTtcctggtgecat

gtccectagaGTTCCCTTGACCACTTCACT GgggaccttctctagttataatgacttcctaCTGAAGTGTTTGGGGGAACtcctggtgecat

gtccectagagtteecttgatcacttcactagggagettcgetagttttaatgacttcctaCTGAAGTGTTTGGGGGAACTKcctggtaccga

ctttgtattcTTCCACAGCTTTCTTGAACT(catttttcagactactggtgtgtttttgtatgcactcaaagtcattgtaacagttgcgGTTCAATAAAGCTGTGGGAAGa
taccaacag

ctitgtattc TTCCACAGCTTTCTTGAACTgcatttttcagactactggtgtgttttigtate
taccaacag

JcgGTTCAATAAAGCTGTGGGAAGa

tectgecatgettTTCCACAGCTTTCTTGAACT tettetecctgtttggtggtetectacgtttacccatccactgaag TTCAAGAAAGCTGTGGGAAAccatggcett
tectgecatgcttTTCCACAGCTTTCTTGAACT tetteteectgtttggtggtetectacgtttacccatccactgaagTTCAAGAAAGCTGTGGGAAAccatggcett
tectgtcatgett TTCCACAGCTTTCTTGAACTacttttccatctacctgtttgatgatcttcttcataaggagtgtgaaatagaagctcaagaaagetgtgggaggacatggeaa
ttetgtgatc TTCCACAGCTTTCTTGAACTgttttggaagcecttceacttccatgcaatggaggagttcaaccaacagetcaggaaagttgtggaacattactgagag
acaccccaagGGAGTGGCACCTGAGAACACCGGttgtgttggetgegecaagetctgetagetaatgeattt TGTGTTCTCAGGTCACCCCTTtggggeacca
acaccccaagGGAGTGGCACCTGAGAACACCGGttgtgttggetgegecaagctetgetagetaatgeattt TGTGTTCTCAGGTCACCCCTTtggggeacca
gtgtcctacaGGAGTGACCTGAGAATCACATGcccgcatcacccatctttgetctcaTGTGTTCTCAGGTCGCCCCtgetggacteee
gtgtcctacaGGAGTGACCTGAGAATCACATGcccgcatcacceatctttgetctcaTGTGTTCTCAGGTCGCCCCtgctggacteee
gtgtcctacaggtgtgacctgagaatcacatgcecgeaccacceatetttgetctcaTGTGTTCTCAGGTCGCCCCtgetggactece
aggaataacaGTGCAATCCTCCTTTGGCAGAaagatcatgcacatgcatacttetgttttgccaaaggagaattgcectgecattcgete

acaaacctcgag TTTGTGCGCGAATCCAACCCC tcaatcttctitcaaaggggtgTTAGATTCACGCACAAACTCGggatctgtet
acaaacctcgagTTTGTGCGCGAATCCAACCCCtcaatcttctttcaaaggggtgTTAGATTCACGCACAAACTCGggatctgtct
acaaaCCTCGAGTTTGTGCGCGAAT CcaacgcctegatcttctttcaaaggggtgTTAGATTCACGCACAAACTCGggatctgtct
acaaaCCTCGAGTTTGTGCGCGAATCcaacgcctcgatcttctticaaaggggtgT TAGATTCACGCACAAACTCGggatctgtct
gceacatctcaagtttgtgcgtgaatcaaaccccatcgtageegtccatatettcgggtactaatcacggggegattcgacgccg TTAGATTCACGCACAAACT CGtgatetgtee
gcacatctcaagtttgtgcgtgaatcaaaccccatcgtagecgtccatateticgggtactaatcacggggegattcgacggegTTAGATTCACGCACAAACT CGtgagttctga
geacatctcaagtttgtgcgtgaatcaaaccccategtagecgtceatatettegtgtactaatcacggggegattcgacgecg TTAGATTCACGCACAAACT CGegatetgtee
tgagatgaggAGTTTGTGCGTGACTCTAAAAccgcctgatctaaaccttttcccgatgegataccttttctatggtc TTAGATTCACGCACAAACT CGtaatetgtet

tgagatgaggAGTTTGTGCGTGACTCTAAAAccgcctgatctaaaccttitceegatgegataccttttetatggtcTTAGATTCACGCACAAACTCGtaatctgtet

aagaggaagaCGGGGACGAGGTAGTGCATGGatggaactattaacagaagaatgttaagetgtttttgctctacccATGCACTGCCTCTTCCCTGGC tctgtctct
c

aagaggaagaCGGGGACGAGGTAGTGCATGGatggaactattaacagaagaatgttaagctgtttttgctctacccATGCACTGCCTCTTCCCTGGCtetgtetct
c
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wvi-miR3631a-5p

wi-miR3631a-3p_L-1R+1
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Wi-miR3635-3p

TCCCTCAAAGGCTTCCAATTT

CGAAGTCTTTGGGGAGAGTGG

TGTGGTATTGGTTCGGCTCATC

CGAGCCGAACCAATATCACTC

AATTGGAGAGTAGGAAAGCTT

TCTTTCCTACTCCTCCCATTCC

TGACAACGAGAGAGAGCACGC

TAATCTGCATCCTGAGGTCTA

TTCCATCTCTTGCACACTGG

TGGTGTGCACGGGATGGAATA

TCACAAGTTCATCCAAGCACCA

TGGTGCTTGGACGAATTTGCT

AAGTTTATCTCTGCAAGGTG

TCAGGGCAGCAGCATACTACT

CGGGAGATGACTACTGGAAGC

TCGCCGCTCTCCTGTGACAAG

CACAGCTCTCGCATCCCTTTC

TGGCTGCTGAGAAAATGTAGG

TGGCTGCTGAGAAAATGTAGG

TGGCTGCTGAGAAAATGTAGG

GCAAGTGACGATATCAGACA

GGGAATCTCTCTGATGCAC

CATGTTGACATCATCCAATATA

ATATTGGATGATGTCAACAAG

CATGTTGACATCATCCAATATA

TGTTGGATGATGTCAATAAGT

CATGTTGACATCATCCAATATA

GGATTGGGGGCCGATGGAAAGG

TTTCCCAGACCCCCAATACCAA

GGAATGGATGGTTAGGAGA

TTCCTATACCACCCATTCCCTA

GGAATGGGTGGCTGGGATCT

GTTCCCATGCCATCCATTCCTA

GGCATATGTGTGACGGAAAGA

TTTCCGACTCGCACTCATGCCGT

ATTATGTCCCACACATGCCTC
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24650140

24650140

2139391

2139391

2378340

28302693

16716204

822334

3031629

18254169

6897545

6897545

8408231

8408231

6430304

6430304

3472008

23395028

23395028

5522061

5522061

5521678

5521678

5681313

5681313

27357764

gaagttgtcaatcTCCCTCAAAGGCTTCCAATT Ttectggetgattatcaaggttggaaagttggaagacagtgggggaccttggaagettace 5
gccaacacgaggcatttctattgctcactctttctcaagggcttctageattgccagtaacaaaatggcaagct CGAAGTCTTTGGGGAGAGTGGacaaacgttgtctcgaatatge - 3
gtagacatggTGTGGTATTGGTTCGGCTCATCtctttcattcattttcatcggctcaaagaCGAGCCGAACCAATATCACTCttgtatgcttc 5'

gtagacatggTGTGGTATTGGTTCGGCTCATC CttctttcattcattttcatcggctcaaagaCGAGCCGAACCAATATCACT Ctgtatgcettc 3

aatgtttgggAATTGGAGAGTAGGAAAGCT TagccatctattcectteatggtttectetceatggattgggggtetagagetagTCTTTCCTACTCCTCCCATTCC 5

attgttttc
aatgtttgggAATTGGAGAGTAGGAAAGCT Tagecatctaticecttcatggtitecteteeatggattgggggtetagagetag TCTTTCCTACTCCTCCCATTCCH 4
attgttttc

tgtaattgct TGACAACGAGAGAGAGCACGC tagtctgcattcatgcgaggaacatgactgtgtacaggegtgcetetetgtcgetgtcatacaatcttete 5
gcaatattgggtcaggatcgggTAATCTGCATCCTGAGGTCTAgataagtatatctcegttgcagetagteetetggttgcagattacttcttectcactgecaatge 5'

tggcttacatgggcttgtgatgtaT TCCATCTCTTGCACACTGGaccagcegctccagetgcagtt TGGTGTGCACGGGATGGAAT Acatcatggattcatgatgtgg 5

tggcttacatgggcttgtgatgtaTTCCATCTCTTGCACACTGGaccagegctccagetgcagttTGGTGTGCACGGGATGGAAT Acatcatggattcatgatgtgg 3'

aagaattttgatgatct TCACAAGTTCATCCAAGCACCAtctaaagctcaaacaggcctacggttttcttcaaaactaggcttattcatgaTGGTGCTTGGACGAATTT

GCTaagaacattaagttctt 5
aagaattttgatgatct TCACAAGTTCATCCAAGCACCALtctaaagctcaaacaggectacggtittcticaaaactaggcttattcatgaTGGTGCTTGGACGAATTT 3
GCTaagaacattaagttctt
ggotagtatgctgctgtctttagaatatctggatgAAGTTTATCTCTGCAAGGT Ggcaagaacatcaagagtactatggtggcttctetgetgggttaaggcettettctggggtgatttgat 5
atcaatactcttgatggttttgccacctttgcagatcatgagctccattctcagcttcTCAGGGCAGCAGCATACTACTt
gggtagtatgctgctgtctttagaatatctggatgAAGTTTATCTCTGCAAGGTGgcaagaacatcaagagtactatggtggcttetetgetgggttaaggcttettctggggtgatttgat 3
atcaatactcttgatggttttgccacctttgcagatcatgagctccattctcagcttc TCAGGGCAGCAGCATACTACTt
caagaagactataccttatacatcagttttggcttccagcagtcatctccaaggtggagcaaaacttgattgeccttgetgaattgatctgetcctccCGGGAGATGACTACTGGAAGCe 3
aaaactcgtatttgtgtgtgtgtatgctetgtttg
gaaggaaagcgagaaagaaagaggggttgggggtttcttgtcgcaggagagacggeacttgctcttgtgtagcaaattgcaagecggcaaTCGCCGCTCTCCTGTGACAAGatace 3
cttcagcttctttcctacattcttcgecctac

laatgattattgttgttaaagagataatggaaagggatgcgagagecgtgcettagtatgccacctactaagattat atctgctaagCACAGCTCTCGCATCCCTT 3
TCcattatctctcatggcttcceggttc
tctgt TGGCTGCTGAGAAAATGTAGG gatgaagcttgaggac g
a
tttgttttcgtceggtttctcagcaaccaaacagggttcattcgattttgaaattcctacatcggatgetgggtgtTGGCTGCTGAGAAAATG TAGGaagaggga 3
ftttttttccegeattttctcageagecaagcagagtgtggggtttaagagattatcgacttggattgtetgctagttgetgeacatittetgggttteaagtgttccaactgggtttggatttgtatctoteegtt. ,,
tatcacttagttTGGCTGCTGAGAAAATGTAGGaaaaagaaa
cagtatggttgt GCAAGTGACGATATCAGACAgggacatcagcacctccaatggagaatgatgatttgtcttt GGGAATCTCTCTGATGCACaagcatatty 5
cagtatggttgtGCAAGTGACGATATCAGACAgggacatcagcacctccaatggagaatgatgatttgtctt GGGAATCTCTCTGATGCACaagcatatty 3
aggtggtgtttgttttttggcttaatac jctttttctattca ATGTTGACATCATCCAACATAactaaactgaacctattgataacaagttcat 5
tttagctATATTGGATGGTGTCAACAACTtacttttagcttaatagaaaaagccaaatattttggctttttctattcagccaaaaaacaaacaccacct
aggtggtgtitgttttttggcttaatagaaaaagte jgctttttctattcage ATGTTGACATCATCCAACAT Aactaaactgaacctattgataacaagttcat 3
tttagctATATTGGATGGTGTCAACAACT tacttttagctt caaatattttggctttttctattcagec: acct
tattcagc ATGTTGACATCATCCAATATAactaaactgaacctattgataacaagttcattttagctaTGTTGGATGATGTC 5
AATAAGTtacttttaac e ac
( tattcagctaaaagtaaCATGTTGACATCATCCAATATAactaaactgaacctattgataacaagttcattttagctaTGTTGGATGATGTC 3
AATAAGTtac jCC ac

taaaagtaatctattaatatcaacc jtgaacttgttattatcaataagtttagtctagttatatttatte
ttttctattcagataaaagtaaCATGTTGACATCATCCAATAT Aattaaactgaacatataacaagttcattttaattatgttggataatatcaatagattactttta

Jttacttttaacggaatage

gtgtaggagaaagtaaagggagagtgagagaatggggagcgtctGGATTGGGGGCCGATGGAAAGGgtccctaaacatttgaagatgtgtgaagatacc TTTCCCAGA

CCCCCAATACCAAaggcttcccaccttcccateccttecttctctetgeat 5
gtgtaggagaaagtaaagggagagtgagagaatggggagegtctGGATTGGGGGCCGATGGAAAGGgtcectaaacatttgaagatgtgtgaagatacc TTTCCCAGA 3
CCCCCAATACCAAaggcttcccaccttcecateecttecttetetetgeat

gaaatgggagatgaatatttcgaaagc GAATGGATGGTTAGGAGAgaactcctc ttcatcttctccgecggagatgtggaagtgcagttggTTCCTATA -
CCACCCATTCCCTAcggttttcgaaattttctcecttttc

gaaatgggaga[gaa[amcgaaagcaatasGAATGGATGGTTAGGAGAM:;NP ttcatcttctccgccgoagatatggaagtgcagttgqgTTCCTATA 3

CCACCCATTCCCTAcggttttcgaaattttctcecttttc

tcceggaggeccatygGGAATGGGTGGCTGGGAT CTaatgtttettcacatcatgtagatgtgtcaaaaagcetgagttgGTTCCCATGCCATCCATTCCTAtcegttce 5

cggga

teceggaggeecalg GGAATGGGTGGCTGGGAT CTaatgtttcticacatcatgtagatgtgteaaaaageigagtigGTTCCCATGCCATCCATTCCTAtegtee

cggga

agggtggagttttgtgaagcttatCGGCATATGTGTGACGGAAAGAaaggtgtttaaatcatgtcTTTCCGACTCGCACTCATGCCGTtggtttcagatcactccte
cct

agggtggagttttgtgaagcttatGGCATATG TG TGACGGAAAGAaaggtgtttaaatcatgtcTTTCCGACTCGCACTCATGCCG Ttggtticagatcacteete
cct

aataacaagaaggcatgtgtggggcataatagagaatgcaaagaaagggttgctattgagtgtgatatigggacaatgacataccattttttigcattgtct ATTATGTCCCACACATGCC
TCctgttatt
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46.80

47.00

43.60

43.60

44.40

44.40

48.50

47.20

50.50

50.50

37.20

37.20

44.60

44.60

45.20

51.70

40.70

42.60

44.80

41.20

44.10

44.10

30.50

30.50

27.40

27.40

21.20

50.90

50.90

41.90

41.90

50.90

50.90

45.90

45.90

37.90

-39.10

-52.60

-38.60

-38.60

-50.80

-50.80

-47.50

-43.20

-59

-59

-50.80

-50.80

-100.20

-100.20

-68.70

-75.10

-68.70

-41.80

-33.50

-80.40

-34.70

-34.70

-136.30

-136.30

-75.30

-75.30

-97.80

-68.40

-68.40

-64.30

-64.30

-60

-60

-53.20

-53.20

-72.60

1461.00

5.67

154.33

249.33

813.33

314255.00

33278.67

243.67

59.00

6.00

60200.67

1904.00

491.00

1508.00

27.00

11.67

5.00

2.56

2.56

2.56

18.00

61.00

2.56

10.33

2.56

73.00

2.56

83.67

199.00

369.00

12737.33

47.33

960.67

45.00

6350.00

484.67

577.00

1.67

69.00

123.33

474.67

202931.67

29118.33

71.67

14.67

0.00

35613.00

1367.67

287.33

1147.00

13.67

6.00

0.00

2.33

2.33

2.33

4.33

51.00

4.33

1.00

50.67

1.00

41.67

100.33

176.67

8597.00

27.67

558.00

26.67

3698.00

345.33



miR3636

miR3638

miR3639

miR3640

Wi-miR3636-5p_R-3

Wi-miR3636-3p_1ss1GA

Wi-miR3638-5p_R-3

Wi-miR3639-5p

Wi-miR3639-p3

Wi-miR3640-p5

wi-miR3640-3p

TCGGTTTGCTTCTTTGATAGA

ATCTGTCGGAGAAGCAAGTCGGAG

TGTGCCTTTTCGCGCTTGTTG

ATTGACTTCTGAAAGGCTAAAAGC

TAAGAGCTTTTGGCTTCT

ACACGTGACACCACCTGATTGG

ATCGAAAAGGCATCATCAATCAGG

21

24

21

24

18

22

24

chri6

chr16

chr17

chr9

chr9

chr16

chri6

5414826

5414826

7119929

21823006

21823006

11986826

11986826

5414966

5414966

7120133

21823219

21823219

11987025

11987025

taatttatttgtcgaatagactct TCGGTTTGCTTCTTTGATAGAttcagtgatatgtcatgtaatttigticaaaattaaggacatttatttactgt GTCTGTCGGAGAAGCAA 5

GTCGGAGagtctcttcagatgaattg

taatttatttgtcgaatagactctTCGGTTTGCTTCTTTGATAGA(tcagtgatatgtcatgtaattttgttcaaaattaaggacatttatttactgtGTCTGTCGGAGAAGCAA
GTCGGAGagtctcttcagatgaatty

uuuuuuuu te tttattttttgtttgecttgggtgetttggTGTGCCTTTTCGCGCTTGT TG tagcaacaa 5

gcatgaaaaggcacaccaaagcaccgagggcaaac jtagttacaacagtttattattcatcattatat

aataacaatgatacacgatgaagcttc

ttaaaacctgtttggATTGACTTCTGAAAGGCTAAAAGC cttattaagcttaaaTAA 5
GAGCTTTTGGCTTCTcac aaacaaggtcttaaaattttt Jtttgaaacgttgttattatcatcaacgcttttgtac

gttcaaaagctcttgttc Jatgaagcttc

GAGCTTTTGGCTTCTcagaagtcaatccaaacaaggtcttaaaattttt

titgaaacgttgttattatcatcaacgcttttgtac

gggtataatggaatggcaccegaageigtACACGTGACACCACCTGATTGGlgatgettititggtacatattgaaaagggtatctticgateetatagtatgatcaaacceggagtaty g,

cttatatcagtatct ATCGAAAAGGCATCATCAATCAGGtaatgccacgtgtgcaactcaggtctcattgttttatacce

gggtataatggaatggcacccgaagctgtACACGTGACACCACCTGATTGGtgatgcttttttggtacatattgaaaagggtatctttcgatcctatagtatgatcaaacccggagtatg 3

cttatatcagtatctATCGAAAAGGCATCATCAATCAGGtaatgccacgtgtgcaactcaggtctcattgttttatacce

3

ttaaaacctgtttggATTGACTTCTGAAAGGCTAAAAGC cttattaagcttaaaTAA 3
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133

133

205

214

214

200

200

34.00

34.00

30.70

29.90

29.90

42.00

42.00

-65

-65

-129.50

-93.60

-93.60

-89.10

-89.10

70.67

30.67

167

18.33

167

91.00

516.33

52.33

16.00

0.00

21.33

0.00

82.00

336.67




