DNMT3A Whole Blot

A)

-
150kDa 3A 3A 3B 3B

W oo @
100kDa —gu ’-- - -

75kDa —

50kDa

37kDa

8

DNMT3A

GAPDH Whole Blot

Intensity Table

Lanes

and NT)
)

NT
3Agl

g
3
]
=
z

e
3
N
=
E
S
Z

o -
o wm =N ;oW

NT 3A_g1 3A_g3 3B_gl 3B_g3

3A g3
38_g1
3B_g3

= Background

152.687
144,803
111.787
207.287
170.547

97.842

140.631
126.387
116.723
107.763
99.239
5.37

180.522
189.652
170.224
156.216
154.382
149.164

|
131.478
128.108
115.758
115.891
113.883

6.905

DNMT3B Whole Blot GAPDH Whole Blot

3A 3A 3B 3B

50kDa

37kDa

DNMT3B

IIIII
NT

3A gl 3A g3 3Bgl 3Bg3

Supplementary Figure 1. Validation of DNMT3A and DNMT3B knockout by Western blot analysis.
(A) Uncut whole Western blot showing DNMT3A protein levels in non targeting control (NT) cells and
DNMT3A or DNMT3B targeted guide RNA clones (g1 and g3). DNMT3A protein bands are shown at the
expected molecular weight, demonstrating absent DNMT3A expression in DNMT3A knockout clones

compared with NT controls. The corresponding GAPDH blot is shown as a loading control. (B) Uncut
whole Western blot showing DNMT3B protein levels in the same NT and knockout clones. DNMT3B
protein levels are reduced in DNMT3B targeted clones relative to NT controls. The corresponding GAPDH

blot is shown as a loading control. (C) Quantification of DNMT3A and DNMT3B protein levels normalized

to GAPDH and expressed relative to NT controls. Bar plots depict normalized protein abundance for each
clone. The intensity table summarizes raw densitometry values for DNMT3A, DNMT3B, and GAPDH
signals, as well as background measurements, used for normalization.



