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(b)
Gene Gene ID CDS length Number of amino acids Mw pl Position
EuPKR2 EU0101603 2148 715 80.43 4.68 Chr01 54024252 -54055889
EuPKL EU0101605 2307 768 89.36 8.34 Chr01 54065405 -54083633
EuBRM EU0111961 6402 2133 240.31 9.07 Chr07 1029751 -1043300
EuSYD EU0132582 7479 2492 269.95 4.93 Scaffold 998 7 24241 +
EuMINU EU0119750 3243 1080 123.79 6.47 Chrl1 11362230 -11373959
EuCHRI11 EU0120416 3189 1062 123.41 5.7 Chrll 40637875 -40653304
EuCHR17 EU0120341 3000 999 116.26 542 Chrl1 38849807 -38861912
EuINOR0O EU0129372 4515 1504 171.29 8.45 Chrl7 43077293 -43086380
EuPIEL EU0124016 6141 2046 23251 5.44 Chrl4 14267788 -14293076

Supplemental Fig. S1 Analysis of the chromosomal localization (a) and physico-chemical characteristics (b) of the chromatin

remodeling enzymes in E. ulmoides.



