Supplementary Table 6. Characteristics of flavonoid pathway related genes in honeysuckle.

Body Upstream
Gene  Gene  Accessio Ident Chromos Number of Number of WB-D GF-D Number of Number of WB-D GF-D
Gene id Start End
1 2 n ity ome SNP SNP-induced DMCs MC MC SNP SNP-induced DMCs MC MC
AT2G37 EVMO0009 110902 111390
83.7 Chr02 2 2 0 2 4 1 2 1
040 724 6 3
AT2G37 EVMO0002 113357 113393
82 Chr02 3 4 1 0 17 18 1 3
LiPA  AtPA 040 763 40 00
L L AT2G37 EVMO0007
78.9 Chr02 588981 601349 19 10 5 4 5 2 1 0
040 831
AT2G37 EVMO0000 948472 948557
80.8 Chr02 104 69 6 8 35 14 0 0
040 282 65 62
AT2G30 EVMO0021 119565 119616
84.7 Chr01 61 24 13 16 22 13 1 2
490 479 54 79
AT2G30 EVMO0012 103108 103112
85.3 Chr02 5 4 3 9 3 4 1 2
490 855 652 522
AT2G30 EVMO0032 649351 649375
65.4 Chr05 6 4 8 10 25 21 1 0
LjC4 AtC4 490 116 20 49
H H AT2G30 EVMO0001 649306 649333
62.8 Chr05 99 91 20 37 5 1 4 6
490 298 71 23
AT2G30 EVMO0023 741358 741403
34.8 Chr09 22 8 0 5 5 3 7 7
490 603 67 53
AT2G30 EVMO0006 973553 973612
33.1 Chr01 69 44 5 20 35 27 6 11
490 025 19 51
Lj4C At4C  ATIG65 619 EVMO0007 Chr05 696909 697494 23 5 10 15 12 6 2 0
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