Table S1. The protein sequences used in this study.
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SGFRKMAFPSGKVEGCMVQVTCGTTTLNGLWLDDVVYCPRHVICTSEDMLNPNYEDLLIRKSN
HNFLVQAGNVQLRVIGHSMQNCVLKLKVDTANPKTPKYKFVRIQPGQTFSVLACYNGSPSGVYQ
CAMRPNFTIKGSFLNGSCGSVGFNIDYDCVSFCYMHHMELPTGVHAGTDLEGNFYGPFVDRQTA
QAAGTDTTITVNVLAWLYAAVINGDRWFLNRFTTTLNDFNLVAMKYNYEPLTQDHVDILGPLSA
QTGIAVLDMCASLKELLQNGMNGRTILGSALLEDEFTPFDVVRQCSGVTFQ. pcDNA3.1 (+)
SGFRKMAFPSGKVEGCMVQVTCGTTTLNGLWLDDVVYCPRAVICTSEDMLNPNYEDLLIRKSN
HNFLVQAGNVQLRVIGHSMQNCVLKLKVDTANPKTPKYKFVRIQPGQTFSVLACYNGSPSGVYQ
CAMRPNFTIKGSFLNGSAGSVGFNIDYDCVSFCYMHHMELPTGVHAGTDLEGNFYGPFVDRQTA
QAAGTDTTITVNVLAWLYAAVINGDRWFLNRFTTTLNDFNLVAMKYNYEPLTQDHVDILGPLSA
QTGIAVLDMCASLKELLQNGMNGRTILGSALLEDEFTPFDVVRQCSGVTFQ. pcDNA3.1 (+)

MGVKVLFALICIAVAEAKPTENNEDFNIVAVASNFATTDLDADRGKLPGKKLPLEVLKEMEANAR
KAGCTRGCLICLSHIKCTPKMKKFIPGRCHTYEGDKESAQGGIGEAIVDIPEIPGFKDLEPMEQFIA
QVDLCVDCTTGCLKGLANVQCSDLLKKWLPQRCATFASKIQGQVDKIKGAGGD, pCMV
MGVKVLFALICIAVAEAKPTENNEDFNIVAVASNFATTDLDADRGSAVLQSGFKLPGKKLPLEVLK
EMEANARKAGCTRGCLICLSHIKCTPKMKKFIPGRCHTYEGDKESAQGGIGEAIVDIPEIPGFKDL
EPMEQFIAQVDLCVDCTTGCLKGLANVQCSDLLKKWLPQRCATFASKIQGQVDKIKGAGGD .
pCMV
MGVKVLFALICIAVAEAKPTENNEDFNIVAVASNFATTDLDADRGPVILQYTTKLPGKKLPLEVLK
EMEANARKAGCTRGCLICLSHIKCTPKMKKFIPGRCHTYEGDKESAQGGIGEAIVDIPEIPGFKDL
EPMEQFIAQVDLCVDCTTGCLKGLANVQCSDLLKKWLPQRCATFASKIQGQVDKIKGAGGD .
pCMV
PVILQYTT MGVKVLFALICIAVAEAKPTENNEDF

NIVAVASNFATTDLDADRGKLPGKKLPLEVLKEMEANARKAGCTRGCLICLSHIKCTPKMKKFIP
GRCHTYEGDKESAQGGIGEAIVDIPEIPGFKDLEPMEQFIAQVDLCVDCTTGCLKGLANVQCSDL
LKKWLPQRCATFASKIQGQVDKIKGAGGD. pCMV

EAAAKEAAAKPVILQYTT MGVKVLFALICIAVAEAKPTE
NNEDFNIVAVASNFATTDLDADRGKLPGKKLPLEVLKEMEANARKAGCTRGCLICLSHIKCTPKM
KKFIPGRCHTYEGDKESAQGGIGEAIVDIPEIPGFKDLEPMEQFIAQVDLCVDCTTGCLKGLANVQ
CSDLLKKWLPQRCATFASKIQGQVDKIKGAGGD. pCMV
MVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTLKFICTTGKLPVPWPTLVTTL
TYGVQCFSRYPDHMKQHDFFKSAMPEGY VQERTIFFKDDGNYKTRAEVKFEGDTLYNRIELKGI
DFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIKVNFKIRHNIEDGSVQLADHYQQNTPIGDGP
VLLPDNHYLSTQSALSKDPNEKRDHMVLLEFVTAAGITLGMDELYK. pcDNA3.l (+)
ATMDLPDDHYLSTQTILSKDLNSGLRSGSGLEMEVSALEKEVSALEKEVSALEKEVSALEKEVSA
LEKEKRDHMVLLEY VTAAGITDASAVLQSGFKVSALKEKVSALKEKVSALKEKVSALKEKVSAL
KEDIEGRGSLLTCGDVEENPGPKLATMRK GEELFTGIVPILVELDGDVNGHKFFVRGEGEGDATIG
KLSLKFICTTGKLPVPWPTLVTTLTYGVQCFSRYPDHMKRHDFFKSAMPEGY VQERTIYFKDDGT
YKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNFNSHKVYITADKQNNGIKANFTIRHN
VEDGSVQLADHYQQNTPIGDGPVLLPGGRSR ., pcDNA3.1 (+)
ATMDLPDDHYLSTQTILSKDLNSGLRSGSGLEMEVSALEKEVSALEKEVSALEKEVSALEKEVSA
LEKEKRDHMVLLEY VTAAGITDASPVILQYTTKVSALKEKVSALKEKVSALKEKVSALKEKVSA
LKEDIEGRGSLLTCGDVEENPGPKLATMRKGEELFTGIVPILVELDGDVNGHKFFVRGEGEGDATI
GKLSLKFICTTGKLPVPWPTLVTTLTYGVQCFSRYPDHMKRHDFFKSAMPEGYVQERTIYFKDDG
TYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNFNSHKVYITADKQNNGIKANFTIRH
NVEDGSVQLADHYQQNTPIGDGPVLLPGGRSR . pcDNA3.1 (+)






