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Differentially expressed genes related to active oxygen scavenging under salt stress
	Gene_id
	Log2FC
	P_value
	Regulation
	Annotation
	Homologous gene
	Regulation

	[bookmark: _Hlk163033333]AT1G68850
	1.752819
	0.0022916
	up
	POD
	TEA007569
	-

	[bookmark: OLE_LINK27][bookmark: OLE_LINK28]AT5G51890
	-1.04429
	3.92E-12
	down
	POD
	TEA018992
	down

	AT5G64120
	-1.22374
	4.10E-165
	down
	POD
	TEA008472
	up

	AT5G19880
	-1.46748
	0.00267
	down
	POD
	TEA001789
	up

	[bookmark: OLE_LINK30][bookmark: OLE_LINK29]AT5G05340
	-1.73284
	1.06E-98
	down
	POD
	TEA011393
	-

	AT2G38380
	-1.94253
	1.20E-38
	down
	POD
	TEA006224
	down

	AT4G36430
	-2.16367
	3.16E-05
	down
	POD
	TEA014809
	down

	AT5G39580
	-2.19072
	1.56E-25
	down
	POD
	TEA008472
	up

	AT4G17690
	-2.68185
	9.86E-06
	down
	POD
	TEA021445
	down

	[bookmark: RANGE!A11]AT5G66390
	-3.1489
	1.03E-06
	down
	POD
	TEA004065
	-

	AT5G17220
	2.435196
	0
	up
	GST
	TEA015341
	down

	AT1G10370
	-1.0064
	1.09E-33
	down
	GST
	TEA025550
	up

	AT1G17170
	-1.00931
	4.13E-18
	down
	GST
	TEA024945
	-

	AT1G69930
	-1.03035
	8.76E-10
	down
	GST
	TEA025550
	up

	AT3G09270
	-1.27645
	0.004019
	down
	GST
	TEA024657
	down

	AT1G78380
	-1.34464
	0
	down
	GST
	TEA024945
	-

	AT5G62480
	-1.99877
	1.34E-39
	down
	GST
	TEA030217
	down

	AT1G02920
	-2.22748
	4.20E-129
	down
	GST
	TEA011287
	down

	AT2G47880
	1.349842
	0.001188
	up
	GRX
	TEA010026
	-

	AT5G03870
	-1.90637
	9.16E-05
	down
	GRX
	TEA019030
	-

	AT3G09940
	3.35318
	6.92E-07
	up
	MDHAR
	TEA001039
	-

	AT2G47880
	1.349842
	0.001188
	up
	GRX
	TEA010026
	-

	AT5G03870
	-1.90637
	9.16E-05
	down
	GRX
	TEA019030
	-

	AT4G25100
	1.364783
	0
	up
	Fe-SOD
	TEA004714
	-

	AT1G12520
	-1.21089
	1.20E-130
	down
	CCS
	TEA001534
	-

	AT2G28190
	-1.2537
	7.20E-163
	down
	Cu/Zn-SOD
	TEA012017
	down

	AT1G08830
	-1.38771
	2.00E-274
	down
	Cu/Zn-SOD
	TEA012288
	-



Differentially expressed genes related to active oxygen scavenging under alkali stress
	Gene_id
	Log2FC
	P_value
	Regulation
	Annotation
	Homologous gene
	Regulation 

	[bookmark: _Hlk163037263]AT2G38380
	1.669057
	4.04E-19
	up
	POD
	TEA006224
	down

	AT2G41480
	1.080186
	1.99E-11
	up
	GST
	TEA028634
	-

	AT2G34060
	-1.08169
	6.93E-05
	down
	GST
	TEA018647
	-

	AT3G49110
	-1.21904
	0.009261
	down
	GST
	TEA006224
	down

	AT1G17180
	3.133267
	0.005149
	up
	GST
	TEA024945
	-

	AT2G29440
	1.250083
	2.11E-09
	up
	GST
	TEA011793
	-

	AT4G02520
	1.187723
	2.66E-11
	up
	GST
	TEA011287
	down

	AT5G17220
	-1.24679
	3.41E-15
	down
	GST
	TEA015341
	up

	AT3G62930
	-1.10838
	0.000571
	down
	TRX
	TEA015370
	-

	AT3G09940
	1.445747
	1.32E-24
	up
	MDHAR
	TEA001039
	-

	AT3G62930
	-1.10838
	0.000571
	down
	TRX
	TEA015370
	-

	AT2G28190
	-1.23819
	1.05E-95
	down
	Cu/Zn-SOD
	TEA012017
	down

	AT3G56350
	-6.40056
	1.70E-45
	down
	Mn-SOD
	TEA008360
	-





