
logo ATGGCAGAACAACGACGAGATTCCGTTGTCCGTCATCGATGGAGCTACGCCGGAGTTCACCCAACGGAGAGAAGGACATCCTGTCATCCTTCCAATGGCGAACTTGGATACGTTCACTGGAGGACAGTCAGGAGACGCGCGGGATAAGCGCGGAAGAAGTTATGGTCATTCACGAAGTCCAGACGGTCATCGGCGGCGGAGAGAATCACATGCCCGACGTC
JS084787 ATGGA....................................................................................................................................................................................................................... 5
F8016878 ATGGA....................................................................................................................................................................................................................... 5
DX5H063010 ATGGCGAACAACGACGAGATTCCGTTGTCCGTCATCGATGGAGCTACGCCGGAGTTCACCCAACGGAGAGAAGGACATCCTGTCATCCTTCCAATGGCGAACTTGGATACGTTCACTGGAGGACAGTCAGGAGACGCGCGGGATAAGCGCGGAAGAAGTTATGGTCATTCACGAAGTCCAGACGGTCATCGGCGGCGGAGAGAATCACATGCCCGACGTC 220
F7006619 ATGGA....................................................................................................................................................................................................................... 5
consensus !!!!*

logo

TGGAACACAAGTTGAGGGACCAAGACGCTGTCATCCGGCGAATGGCGGCGGAGATGGAGGAGTTGAAGCGGCATGTCAAGGGGAATGGTGTAGATGGAGTGAGAGACTTCATGGGTTTGAATTCAAAGGATTCAGTAGTTGTTGTCAAGGAAGAGACTGATGAAGGATGTAAAGACTCAGCATTTTCAAAAGGTTCAGGAGTTCAGTGGTCATTGTCAAA
JS084787 ....................................................................................................GAGAGACTTCATGGGTTTGAATTCAAAGGATTCAGTAGTTGTTGTCAAGGAAGAGACTGATGAAGGATGTAAAGACTCAGCATTTTCAAAAGGTTCAGGAGTTCAGTGGTCATTGTCAAA 125
F8016878 ....................................................................................................GAGAGACTTCATGGGTTTGAATTCAAAGGATTCAGTAGTTGTTGTCAAGGAAGAGACTGATGAAGGATGTAAAGACTCAGCATTTTCAAAAGGTTCAGGAGTTCAGTGGTCATTGTCAAA 125
DX5H063010 TGGAACACAAGTTGAGGGACCAAGACGCTGTCATCCGGCGAATGGCGGCGGAGATGGAGGAGTTGAAGCGGCATGTCAAGGGGAATGGTGTAGATGGAGTGAGAGACTTCATGGGTTTGAATTCAAAGGATTCAGTAGTTGTTGTCAAGGAAGAGACTGATGAAGGATGTAAAGACTCAGCATTTTCAAAAGGTTCAGGAGTTCAGTGGTCATTGTCAAA 440
F7006619 ....................................................................................................GAGAGACTTCATGGGTTTGAATTCAAAGGATTCAGTAGTTGTTGTCAAGGAAGAGACTGATGAAGGATGTAAAGACTCAGCATTTTCAAAAGGTTCAGGAGTTCAGTGGTCATTGTCAAA 125
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo CAAGGCTATATCAACTGCAGATGCATTTGACACCACATCACAAACGCCCCTTCGGGAGAAATGCAGAAATTTCATAATGGACAAGGTGGCACTCATTTTTCAATGACGACTTATCCTGTGCAACAAAATCCTCTTTCGATGCATCTTTCTCACAATGTTAAGATGGTTCAAGCTGCAAACCAACCAATTTCAGTTTCCATGAGCAACCCTTTCTTCAAAACC
JS084787 CAAGGCTATATCAACTGCAGATGCATTTGACACCACTCACAAACGCCCCTCGGGAGAAATGCAGAAATTTCATAATGGACAAGGTGGCACTCATTTTTCAATGACGACTTATCCTGTGCAACAAAATCCTCTTTCGATGCATCTTTCTCACAATGTTAAGATGGTTCAAGCTGCAAACCAACCAATTTCAGTTTCCATGAGCAACCCTTTCTTCAAAACC 345
F8016878 CAAGGCTATATCAACTGCAGATGCATTTGACACCACACACAAACGCCCCTCGGGAGAAATGCAGAAATTTCATAATGGACAAGGTGGCACTCATTTTTCAATGACGACTTATCCTGTGCAACAAAATCCTCTTTCGATGCATCTTTCTCACAATGTTAAGATGGTTCAAGCTGCAAACCAACCAATTTCAGTTTCCATGAGCAACCCTTTCTTCAAAACC 345
DX5H063010 CAAGGCTATATCAACTGCAGATGCATTTGACACCACTCACAAACGCCCCTTGGGAGAAATGCAGAAATTTCATAATGGACAAGGTGGCACTCATTTTTCAATGACGACTTATCCTGTGCAACAAAATCCTCTTTCGATGCATCTTTCTCACAATGTTAAGATGGTTCAAGCTGCAAACCAACCAATTTCAGTTTCCATGAGCAACCCTTTCTTCAAAACC 660
F7006619 CAAGGCTATATCAACTGCAGATGCATTTGACACCACTCACAAACGCCCCTCGGGAGAAATGCAGAAATTTCATAATGGACAAGGTGGCACTCATTTTTCAATGACGACTTATCCTGTGCAACAAAATCCTCTTTCGATGCATCTTTCTCACAATGTTAAGATGGTTCAAGCTGCAAACCAACCAATTTCAGTTTCCATGAGCAACCCTTTCTTCAAAACC 345
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo CATTTTTCTTCTGCTGGTCAGAACTGTGCAGGTGCTGCCATGAATCAACAATTACTTGGAGGGACCCCTGTTACGGCACCACATTCGATACTTTCTTCTCTTGGTTCTGTTGCGGGAACCACTGAACCATGGTTCAATTCCAAGTCCTCTGGGGCTCCTCAATTAACCATTTTCTATGCCGGTTCAGTGCATGTGTATGATGATATCTCCCCTGAGAAGG
JS084787 CATTTTTCTTCTGCTGGTCAGAACTGTGCAGGTGCTGCCATGAATCAACAATTACTTGGAGGGACCCCTGTTACGGCACCACATTCGATACTTTCTTCTCTTGGTTCTGTTGCGGGAACCACTGAACCATGGTTCAATTCCAAGTCCTCTGGGGCTCCTCAATTAACCATTTTCTATGCCGGTTCAGTGCATGTGTATGATGATATCTCCCCTGAGAAGG 565
F8016878 CATTTTTCTTCTGCTGGTCAGAACTGTGCAGGTGCTGCCATGAATCAACAATTACTTGGAGGGACCCCTGTTACGGCACCACATTCGATACTTTCTTCTCTTGGTTCTGTTGCGGGAACCACTGAACCATGGTTCAATTCCAAGTCCTCTGGGGCTCCTCAATTAACCATTTTCTATGCCGGTTCAGTGCATGTGTATGATGATATCTCCCCTGAGAAGG 565
DX5H063010 CATTTTTCTTCTGCTGGTCAGAACTGTGCAGGTGCTGCCATGAATCAACAATTACTTGGAGGGACCCCTGTTACGGCACCACATTCGATACTTTCTTCTCTTGGTTCTGTTGCGGGAACCACTGAACCATGGTTCAATTCCAAGTCCTCTGGGGCTCCTCAATTAACCATTTTCTATGCCGGTTCAGTGCATGTGTATGATGATATCTCCCCTGAGAAGG 880
F7006619 CATTTTTCTTCTGCTGGTCAGAACTGTGCAGGTGCTGCCATGAATCAACAATTACTTGGAGGGACCCCTGTTACGGCACCACATTCGATACTTTCTTCTCTTGGTTCTGTTGCGGGAACCACTGAACCATGGTTCAATTCCAAGTCCTCTGGGGCTCCTCAATTAACCATTTTCTATGCCGGTTCAGTGCATGTGTATGATGATATCTCCCCTGAGAAGG 565
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo CTCAGGCTATTATGTTCTTGGCGGGGAATGGATCTACCACTGCTTCTAACATGGCACAACCAGGAGCTCAGGTTCAGGTGCCCTGCTTCCAAACAAGCTGGTGGAGATGGTGTTCTTGTCAACCAGCCTACTAATACGACCACTTAGCTCTGCTCTTTCAAGCCCCATATCTGTTTCTTCACATCCAAGTCGGTCACTCTGGTAGTGGGCCTACTACCAATGA
JS084787 CTCAGGCTATTATGTTCTTGGCGGGGAATGGATCTACCACTGCTTCTAACATGGCACAACCAGGAGCTCAGGTTCAGGTCCCTGCTTCCAAACAAGCTGGTGGAGATGGTGTTCTTGTCAACCAGCCTACTAATACGACACTTAGCTCTGCTCTTTCAAGCCCCATATCTGTTTCTTCACATCCAATCGGTCACTCTGGTAGTGGGCCTACTACCAATGA 785
F8016878 CTCAGGCTATTATGTTCTTGGCGGGGAATGGATCTACCACTGCTTCTAACATGGCACAACCAGGAGCTCAGGTTCAGGTCCCTGCTTCCAAACAAGCTGGTGGAGATGGTGTTCTTGTCAACCAGCCTACTAATACGCCACTTAGCTCTGCTCTTTCAAGCCCCATATCTGTTTCTTCACATCCAGTCGGTCACTCTGGTAGTGGGCCTACTACCAATGA 785
DX5H063010 CTCAGGCTATTATGTTCTTGGCGGGGAATGGATCTACCACTGCTTCTAACATGGCACAACCAGGAGCTCAGGTTCAGGTGCCTGCTTCCAAACAAGCTGGTGGAGATGGTGTTCTTGTCAACCAGCCTACTAATACGCCACTTAGCTCTGCTCTTTCAAGCCCCATATCTGTTTCTTCACATCCAGTCGGTCACTCTGGTAGTGGGCCTACTACCAATGA 1100
F7006619 CTCAGGCTATTATGTTCTTGGCGGGGAATGGATCTACCACTGCTTCTAACATGGCACAACCAGGAGCTCAGGTTCAGGTCCCTGCTTCCAAACAAGCTGGTGGAGATGGTGTTCTTGTCAACCAGCCTACTAATACGCCACTTAGCTCTGCTCTTTCAAGCCCCATATCTGTTTCTTCACATCCAGTCGGTCACTCTGGTAGTGGGCCTACTACCAATGA 785
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TGAAGTGATGGCAGTTAAACCAACTGGGGGTTTGAGCATTCCGATTAACAAAGCCAGACGCCTCCAAAAATAGTCACTTCTCTTGCTGCAACTACCATGATACCATCAGCCGTTCCGCAGGCCCGCAAAGCATCATTGGCTCGGTTCCTCGAGAAGCGCAAAGAAAGAGCGATGAACTCAGCGCCCTACAACCTCAACATTAAATCTTCAGAATGTGCCACT
JS084787 TGAAGTGATGGCAGTTAAACCAACTGGGGGTTTGAGCATTCCGATTAACAAAGCAGACCCTCCAAAAATAGTCACTTCTCTTGCTGCAACTACCATGATACCATCAGCCGTTCCGCAGGCCCGCAAAGCATCATTGGCTCGGTTCCTCGAGAAGCGCAAAGAAAGAGCGATGAACTCAGCGCCCTACAACCTCAACATTAAATCTTCAGAATGTGCCACT 1005
F8016878 TGAAGTGATGGCAGTTAAACCAACTGGGGGTTTGAGCATTCCGATTAACAAAGCAGAGCCTCCAAAAATAGTCACTTCTCTTGCTGCAACTACCATGATACCATCAGCCGTTCCGCAGGCCCGCAAAGCATCATTGGCTCGGTTCCTCGAGAAGCGCAAAGAAAGAGCGATGAACTCAGCGCCCTACAACCTCAACATTAAATCTTCAGAATGTGCCACT 1005
DX5H063010 TGAAGTGATGGCAGTTAAACCAACTGGGGGTTTGAGCATTCCGATTAACAAAGCCGACCCTCCAAAAATAGTCACTTCTCTTGCTGCAACTACCATGATACCATCAGCCGTTCCGCAGGCCCGCAAAGCATCATTGGCTCGGTTCCTCGAGAAGCGCAAAGAAAGAGCGATGAACTCAGCGCCCTACAACCTCAACATTAAATCTTCAGAATGTGCCACT 1320
F7006619 TGAAGTGATGGCAGTTAAACCAACTGGGGGTTTGAGCATTCCGATTAACAAAGCAGAGCCTCCAAAAATAGTCACTTCTCTTGCTGCAACTACCATGATACCATCAGCCGTTCCGCAGGCCCGCAAAGCATCATTGGCTCGGTTCCTCGAGAAGCGCAAAGAAAGAGCGATGAACTCAGCGCCCTACAACCTCAACATTAAATCTTCAGAATGTGCCACT 1005
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo CCAGGATCCAATGGTCTGACTTTCTCCCCAAGAACTGGTGTTTGCGCTGGCGCTGGTTCTTTCTCAACCGGCATGGAGTGTAGCCGATGATGCTGAGCGGTGAAGGTCCTGGCGAGGGAAGAAAGCTTCTGGTGTTTGAACTAGAGCAACGCGAGAACATAGATGAAAGAGAAAGAAGATGTTGACGTTAGAAGAAGATGAAGGCTTACCTAGATGACACATCACTGAAGACATGACTC
JS084787 CCAGGATCCAATGGTCTGACTTTCTCCCCAAGAACTGGTGTTTGCGCTGGCGCTGGTTCTTTCTCAACC.GCATGGAGTGTAGCCGTGATGT......................................................................................................................CTAAGAAGCC 1106
F8016878 CCAGGATCCAATGGTCTGACTTTCTCCCCAAGAACTGGTGTTTGCGCTGGCGCTGGTTCTTTCTCAACCGGCATGGAGTGTAGCCATGATGTGAGCGGTGAAGGTCCTGGCGAGGGAAGAAAGCTTTGGTGTTTGAACAAGCAACGCGAGAACATAGATGAAAAGAAAGAAGATGTTGACGTTAAAGAAGATGAAGG.....TGATGAATCAGAGAATCC 1220
DX5H063010 CCAGGATCCAATGGTCTGACTTTCTCCCCAAGAACTGGTGTTTGCGCTGGCGCTGGTTCTTTCTCAACCGGCATGGAGTGTAGCCATGATGCGAGCGGTGAAGGTCCTGGCGAGGGAAGAAAGCTTCGGTGTTTGAATGAGCAACGCGAGAACATAGATGAAGAGAAAGAAGATGTTGACGTTGAAGAAGATGAAGGCTTACCAATGCCACCAAGACGAT 1540
F7006619 CCAGGATCCAATGGTCTGACTTTCTCCCCAAGAACTGGTGTTTGCGCTGGCGCTGGTTCTTTCTCAACCGGCATGGAGTGTAGCCATGATGT................................................................................................................................ 1097
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!!*********************************** ********** *********************************************************** **** * ********

logo
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G
TTAGTCTAGTACTATACATATTGTCAACTACTGTCTGTAGTAGATGAGACATAGTTGTGTTAGGTTCTCGATATTGTGCAAAGGGATATTATCTATGATCATATGTTCGGTAGATCTCACAGATCTACCTACAACAGTCCGTCATATAGAGGTGGTATGAATACTAAGATGGACATCAGAAGCGCGAGGCTATATGTCCTACCGCGAGAATACCTAAGATAGGTCGTGTAAGACCATATAGTAGTAGACAACACCGGTATAGATGAGACATTAGACTACAGATCAAGGACATAGAAGTAGATTACAACAGACAATCGGATTGACGTACATACGAATGGTGAGATAG

JS084787 AATTTCTGAT.......................................................................................................................................CTGGAAAT..............................................................TAGTG 1129
F8016878 ATATACAGATATAAATG.AATATGTGTGTATGAATGTTGGTAGTTCGTTTTGCAAAGGAATTTATGTCTATTTCTA.TTCAGTTACCAAAATCGTCAAAGGGGAGAAACAATGGATCA.AACCAGGTTTTCTAGGGAAACAAAAGCTAACAAAGTATGAAAAGGAAAGAAATAATACAATCAAGAAAAATAATAACAAAATCGATGCTCTACAAGTGAAG 1437
DX5H063010 TGGTGCAGTCATCTTTTCAACCTTCGTATGAGGCAATTTTTGTTCCGAATGG...GGGTTTACATGACAATGTGGAGACCCAACACTCACAGCCTCTTGATGTTGATATAGAGGCACAGAGGGAGGCAAGCCCCCAATCTAGTGTCGTGCCTAGTAGACACCCTTGTGGCTTGACACG..CAGGCTGAAGGTTCAAGCAATGGTTGAGAAAGATGGAAAG 1755
F7006619 .................................................................................................................................................CTAA....................................................................... 1101
consensus ************ * ** * ***** ** *** ** * ** * * *** * *** * ** * * * * ** * * * ** ** * ** * ** ** ** ** *** * ** ** * !********** * * * ** *** *** **** *** * * * * *** * ** * * ******

logo CTAATATATAGCTTACGTCTTCTTTAATGGGCTATCTATACCATCAGCGACCGATATCTGTGTGTAGATGTATGTATAGAGGTATAAGAATCACATATAGCGGTGATATCGAGTGTGTACGTACCTCGAACCGACTGAGCTGTATCGAGTATCCAGATTATAGATTCTACGTGAAGGAGTCGATATATCTCTAGATGTAGAGTGATGCTCTCATATGTTAGA
JS084787 CAAAATGTAGT........................................AAGGTATAG.............................................................................. 1149
F8016878 CATATAGCAGCTTCTTTAATGGGTTCTACTCAGCCCAATTGTGTTAATGAGAAGGGAAAGAACATTAGGGTTGAGGTAGATGACGATGACTACATACCGTTAGATCATGAAGATGATACCAATGATGAGTCCTTTTAA 1575
DX5H063010 CTTAAAGTTCC............CATACCACAGGAGTATCGTGTGGATTTTATGATAAAGATCCAAGCTGAACATTGCTCCCAACCTGGTGTGGTTCCAATTATTTCGGAGGAGCTATTTGTGAAGGTGCTCAAGTGA 1881
F7006619 .......................................................................................................................................... 1101
consensus *********** * *** ** **** *** ********** * * * * * *** ** *** * * * ***** * ** * * * ***

Supplementary Fig. S2 CDS sequence comparison of CsJAZ9. 


