
logo ATGGATAACAGCATCCATGGGAGTCTCCACAATGTACATTACTTGCAAGAACATGATGATGATCATCATCATGATGTGTTGCAGCACATGAGAAATGGGAATGGGTTGGATAATAATGAGCATGATGATAATGATGGTAATGGTGGGGAGAGTGAAGGTATGGAGGGGGACATTCAAGTTCATCCTGATACCAGGAATCTGTCCTGATAATCAGAATGGGT
F1038724 ATGGATAACAGCATCCATGGGAGTCTCCACAATGTACATTACTTGCAAGAACATGATGATGATCATCATCATGATGTGTTGCAGCACATGAGAAATGGGAATGGGTTGGATAATAATGAGCATG.TGATAATGAT.............................................................................GAATGGGT 142
F8092917 ATGGATAACAGCATCCATGGGAGTCTCCACAATGTACATTACTTGCAAGAACATGATGATGATCATCATCATGATGTGTTGCAGCACATGAGAAATGGGAATGGGTTGGATAATAATGAGCATGATGATAATGATGGTAATGGTGGGGAGAGTGAAGGTATGGAGGGGGACATTCAAGTTCATCCTGATACCAGGAATCTGTCCGATAATCAGAATGGGT 220
DX5H064613 ATGGATAACAGCATCCATGGGAGTCTCCACAATGTACATTACTTGCAAGAACATGATGATGATCATCATCATGATGTGTTGCAGCACATGAGAAATGGGAATGGGTTGGATAATAATGAGCATGATGATAATGATGGTAATGGTGGGGAGAGTGAAGGTATGGAGGGGGACATTCAAGTTCATCCTGATACCAGGAATCTGTCTGATAATCAGAATGGGT 220
F7108609 ATGGATAACAGCATCCATGGGAGTCTCCACAATGTACATTACTTGCAAGAACATGATGATGATCATCATCATGATGTGTTGCAGCACATGAGAAATGGGAATGGGTTGGATAATAATGAGCATGATGATAATGATGGTAATGGTGGGGAGAGTGAAGGTATGGAGGGGGACATTCAAGTTCATCCTGATACCAGGAATCTGTCTGATAATCAGAATGGGT 220
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*****************************************************************************!!!!!!!!

logo TGGTGGCTCGTGGCGGCAATGAGAACAACAATAACCAGCTCACTCTCTCTTTCCAGGGTCAGGTTTATGTGTTCGACTCTGTCTCGCCCGAAAAGGTTCAAGCTGTACTTCTCTTATTGGGAGGCTCGTGAAATTCCTCCTACAAGCATGCCTACTGTCCCAATAAGCACTCATCAAAATACTAGGGGATTGTCCAGTACTCCAGAGCATTGTAGTGTCTCC
F1038724 TGGTGGCTCGTGGCGGCAATGAGAACAACAATAACCAGCTCACTCTCTCTTTCCAGGGTCAGGTTTATGTGTTCGACTCTGTCTCGCCCGAAAAGGTTCAAGCTGTACTTCTCTTATTGGGAGGCCGTGAAATTCCTCCTACAAGCATGCCTACTGTCCCAATAAGCACTCATCAAAATACTAGGGGATTGTCCAGTACTCCAGAGCATTGTAGTGTCCC 362
F8092917 TGGTGGCTCGTGGCGGCAATGAGAACAACAATAACCAGCTCACTCTCTCTTTCCAGGGTCAGGTTTATGTGTTCGACTCTGTCTCGCCCGAAAAGGTTCAAGCTGTACTTCTCTTATTGGGAGGCCGTGAAATTCCTCCTACAAGCATGCCTACTGTCCCAATAAGCACTCATCAAAATACTAGGGGATTGTCCAGTACTCCAGAGCATTGTAGTGTCTC 440
DX5H064613 TGGTGGCTCGTGGCGGCAATGAGAACAACAATAACCAGCTCACTCTCTCTTTCCAGGGTCAGGTTTATGTGTTCGACTCTGTCTCGCCCGAAAAGGTTCAAGCTGTACTTCTCTTATTGGGAGGCCGTGAAATTCCTCCTACAAGCATGCCTACTGTCCCAATAAGCACTCATCAAAATACTAGGGGATTGTCCAGTACTCCAGAGCATTGTAGTGTCCC 440
F7108609 TGGTGGCTCGTGGCGGCAATGAGAACAACAATAACCAGCTCACTCTCTCTTTCCAGGGTCAGGTTTATGTGTTCGACTCTGTCTCGCCCGAAAAGGTTCAAGCTGTACTTCTCTTATTGGGAGGCTGTGAAATTCCTCCTACAAGCATGCCTACTGTCCCAATAAGCACTCATCAAAATACTAGGGGATTGTCCAGTACTCCAGAGCATTGTAGTGTCCC 440
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo TCATAGGTTGGCCTCATTGATTAGATTCCGTGCAAAGCGAAAAGAACGAAACTTCGACAAGAAAATCCGTTATACTGTCCGTAAGGAGGTTGCAATTAGGATGCAACGGAATAAAGGTCAATTTACATCTTCAAAACCCAATCACGATGATTGTGCATCAGCAGTAACAAGCTGGGACTCAAACCAGAGCTGGGGCTTGGATGGTAGTGGGTCCCAGCAG
F1038724 TCATAGGTTGGCCTCATTGATTAGATTCCGTGCAAAGCGAAAAGAACGAAACTTCGACAAGAAAATCCGTTATACTGTCCGTAAGGAGGTTGCAATTAGGATGCAACGGAATAAAGGTCAATTTACATCTTCAAAACCCAATCACGATGATTGTGCATCAGCAGTAACAAGCTGGGACTCAAACCAGAGCTGGGGCTTGGATGGTAGTGGGTCCCAGCAG 582
F8092917 TCATAGGTTGGCCTCATTGATTAGATTCCGTGCAAAGCGAAAAGAACGAAACTTCGACAAGAAAATCCGTTATACTGTCCGTAAGGAGGTTGCAATTAGGATGCAACGGAATAAAGGTCAATTTACATCTTCAAAACCCAATCACGATGATTGTGCATCAGCAGTAACAAGCTGGGACTCAAACCAGAGCTGGGGCTTGGATGGTAGTGGGTCCCAGCAG 660
DX5H064613 TCATAGGTTGGCCTCATTGATTAGATTCCGTGCAAAGCGAAAAGAACGAAACTTCGACAAGAAAATCCGTTATACTGTCCGTAAGGAGGTTGCAATTAGGATGCAACGGAATAAAGGTCAATTTACATCTTCAAAACCCAATCACGATGATTGTGCATCAGCAGTAACAAGCTGGGACTCAAACCAGAGCTGGGGCTTGGATGGTAGTGGGTCCCAGCAG 660
F7108609 TCATAGGTTGGCCTCATTGATTAGATTCCGTGCAAAGCGAAAAGAACGAAACTTCGACAAGAAAATCCGTTATACTGTCCGTAAGGAGGTTGCAATTAGGATGCAACGGAATAAAGGTCAATTTACATCTTCAAAACCCAATCACGATGATTGTGCATCAGCAGTAACAAGCTGGGACTCAAACCAGAGCTGGGGCTTGGATGGTAGTGGGTCCCAGCAG 660
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo CAAGAGATTGCTCTGTAGGCATTGTGGCATCAGTGAGAGGTCAACTCCAGATGATGCGCCGTGGACCGGAAGGACCAAGGACCCTTTGCAATGCATGTGGACTTATGTGGGCAAATAAGGGAACCCTGAGAGACCTCTCAAAGGCAGCACCCCAATTGGGACAAAATCCTTTCGTTGAGCCAGAATGAGAATGGAAATTTTGACGCAGATCAAATGGTTTGTA
F1038724 CAAGAGATTGTCTGTAGGCATTGTGGCATCAGTGAGAGGTCAACTCCGATGATGCGCCGTGGACCGGAAGGACCAAGGACCCTTTGCAATGCATGTGGACTTATGTGGGCAAATAAGGGAACCCTGAGAGACCTCTCAAAGGCAGCACCCCAATTGGGACAAAATCCTTTGTTGAGCCAGAATGAGAATGGAAATTTTGACGCAGATCAAATGGTTTGTA 802
F8092917 CAAGAGATTGCCTGTAGGCATTGTGGCATCAGTGAGAGGTCAACTCCAATGATGCGCCGTGGACCGGAAGGACCAAGGACCCTTTGCAATGCATGTGGACTTATGTGGGCAAATAAGGGAACCCTGAGAGACCTCTCAAAGGCAGCACCCCAATTGGGACAAAATCCTTCGTTGAGCCAGAATGAGAATGGAAATTTTGACGCAGATCAAATGGTTTGTA 880
DX5H064613 CAAGAGATTGTCTGTAGGCATTGTGGCATCAGTGAGAGGTCAACTCCGATGATGCGCCGTGGACCGGAAGGACCAAGGACCCTTTGCAATGCATGTGGACTTATGTGGGCAAATAAGGGAACCCTGAGAGACCTCTCAAAGGCAGCACCCCAATTGGGACAAAATCCTTCGTTGAGCCAGAATGAGAATGGAAATTTTGACGCAGATCAAATGGTTTGTA 880
F7108609 CAAGAGATTGTCTGTAGGCATTGTGGCATCAGTGAGAGGTCAACTCCGATGATGCGCCGTGGACCGGAAGGACCAAGGACCCTTTGCAATGCATGTGGACTTATGTGGGCAAATAAGGGAACCCTGAGAGACCTCTCAAAGGCAGCACCCCAATTGGGACAAAATCCTTCGTTGAGCCAGAATGAGAATGGAAATTTTGACGCAGATCAAATGGTTTGTA 880
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GAATTGCTGGAAATGGCAGTGATTCATCGTGA
F1038724 GAATTGCTGGAAATGGCAGTGATTCATCGTGA 834
F8092917 GAATTGCTGGAAATGGCAGTGATTCATCGTGA 912
DX5H064613 GAATTGCTGGAAATGGCAGTGATTCATCGTGA 912
F7108609 GAATTGCTGGAAATGGCAGTGATTCATCGTGA 912
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

Supplementary Fig. S1 CDS sequence comparison of CsJAZ4. 


