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Figure S3. Differential non-volatile metabolite KEGG enrichment maps.

Note: The horizontal coordinate indicates the rich factor corresponding to each pathway, the vertical
coordinate is the pathway name, and the color of the dots is the P value, the redder indicates the more
significant enrichment. The size of the dot represents the number of different metabolites enriched. NL,

N. lotus; NR, N. rubra; TD, N. ‘Texas Dawn’; BB, N. ‘Blue Bird’; DE, N. ‘Detective Erika’.



