FHIGWHPALOG017213
MBA|Mba09_g14610.1

seedATR|XP_011625289.2

seed| ASH|PKA60166.1
seed|OSA|LOC_Os11g48110.1
ZM|Zm00001¢b050970_P001
seed|OSA|LOC_0s05g35290.1
ZM|Zm00001eb185260_P001
ZM|Zm00001¢b247650_P001
ZM|Zm00001¢b247660_P001
seed|OSA|LOC_0Os04g43800.1
ZM|Zm00001¢b077220_P001
seed|OSA|LOC_0s02g41650.1
ZM|Zm00001¢b185250_P001
ZM|Zm00001eb247630_P002
seed|OSA|LOC_0s04g43760.1
ZM|Zm00001eb077230_P001
seed|OSA[LOC_0s02g41630.2
seed|ASH|PKA46439.1
AOF[XP_020259795.1
AOF|XP_020259774.1
AOF[XP_020259773.1
AOF|XP_020272852.1
MBA|Mba02_g01510.1
MBA|Mba08_g14430.1
MBA|Mball g14220.1
MBA|Mba05_g13940.1
MBA|Mba01_g14280.1

seed ATH|AT5G04230.2

seed ATH|AT3G10340.1

seed ATR|XP_006846821.1
seed ATR|XP_006853415.2
seed ATH|AT2G37040.1
seed|VVI|VIT_16s0039g01300.t01
FHIGWHPALOG006317
FHIGWHPALOG025450
seed|VVI|VIT_13s0019g04460.t01
ACH|DTZ79_26g09630
DASZ|GWHPABKB007776
LJ43|GWHPACFB007451
seed TGY|GWHPASIV039366
SCZ|CSS0041448.1

seed TGY|GWHPASIV034458
SCZ|CSS0048281.1
FHIGWHPALOG005021
seed[VVIVIT_0650004g02620.t01
ACH|DTZ79 15g06470
DASZ|GWHPABKB009313
seed TGY|GWHPASIV032361
SCZ|CSS0001442.1
LJ43|GWHPACFB003275
DASZ|GWHPABKB019772
LJ43|GWHPACFB017128
SCZ|CSS0021474.1
SCZ|CSS0018870.1
ACH|DTZ79_18g13220
ACH|DTZ79 24206910
LJ43|GWHPACFB000268
seed TGY|GWHPASIV000402
SCZ|CSS0010367.1
DASZ|GWHPABKB025131
SCZ|CSS0034802.1

sp/QILRV9

b_iden b _qcov b _tcov h _cov
77 97 90 99
74 99 98 99
100 100 100 97
100 100 100 98
100 100 100 98
88 99 98 98
100 100 100 97
91 100 100 97
93 99 97 97
92 100 99 97
100 100 100 98
92 100 100 98
100 100 100 98
91 100 100 98
92 100 100 98
100 100 100 98
90 100 99 98
100 100 100 98
100 100 100 97
85 99 76 81
83 100 95 99
83 100 95 99
83 99 95 98
85 99 70 93
81 99 94 98
80 82 75 99
83 99 95 98
85 98 95 98
100 100 100 99
100 100 100 99
100 100 100 97
100 100 100 99
100 100 100 98
100 100 100 98
85 99 99 99
88 98 96 98
100 100 100 98
85 97 97 99
100 100 100 98
100 99 99 98
100 100 100 98
100 99 85 87
100 100 100 98
100 100 100 98
79 97 99 98
100 100 100 98
86 99 96 81
99 100 99 97
100 100 100 97
100 100 100 97
100 99 88 94
91 99 98 97
91 99 98 97
91 99 98 97
91 99 98 97
87 97 70 98
87 97 70 83
100 92 99 98
100 100 100 98
100 100 100 98
87 99 96 98
87 99 96 98
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Supplemental Fig. S17 The parameter validation for PAL.
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Lyase aromatic (463aa)
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