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 seed|ATR|XP_011626120.1 
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 seed|VVI|VIT_18s0001g03430.t01 
 seed|ATR|XP_006828895.2 
 ACO|XP_020084016.1 
 seed|OSA|LOC_Os01g27490.1 
 ZMA|KMZ76142.1 
 CKA|RWR81346.1 
 CKA|RWR81382.1 
 seed|ATH|AT4G22880.2 
 HD|GWHPAZTZ036184 
 HD|GWHPAZTZ036185 
 seed|TGY|GWHPASIV038054 
 HD|GWHPAZTZ040416 
 seed|TGY|GWHPASIV042309 
 PTR|PNT45112 
 PTR|PNT53941 
 seed|VVI|VIT_02s0025g04720.t01 
 sp|Q8XPV7 
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Fig12. The parameter validation for F3H, FLS, ANS, and LDOX in 2OG superfamily. 


