b iden b gcov b tcov h cov
—— ACOJXP_020102668.1 ) 98 98 95
—— CKARWR90970.1 73 97 93 95
HD|GWHPAZTZ024248 85 98 94 95
HD|GWHPAZTZ025518 100 93 93 96
seed TGY|(GWHPASIV026748 100 93 93 96
PTRIPNT11586 78 95 93 9%
PTR|PNT39300 78 98 94 95
seed ATH|AT1G61720.1 100 100 100 94
L seedATRIXP_006836994.1 100 100 100 98
HD|GWHPAZTZ010790 78 99 97 96
HD|GWHPAZTZ010791 97 83 96 9%
seed TGY|GWHPASIV011523 100 100 100 96
HD|GWHPAZTZ010793 98 93 93 96
seed TGY|GWHPASIV011522 100 93 93 96
HD|GWHPAZTZ040699 55 69 22 37
seed ATRIXP_006878520.2 100 100 100 9%
seedATR|XP_020523764.1 100 100 100 96
ZMAKMZ70102.1 61 97 93 96
ZMAKMZ70095.1 61 99 94 96
ACO[XP_020082925.1 73 92 91 9%
seed|ZMA|B4FS33 100 100 100 95
HD|GWHPAZTZ004762 100 100 100 95
seed TGY|GWHPASIV005031 100 100 100 95
PTR|PNT38223 75 88 90 95
PTR|PNT47595 78 96 88 95
seed VVI|VIT 18s0001g12800.t01 100 100 100 95
seed ATRIXP_006878526.1 100 100 100 95
CKARWR93624.1 T4 96 93 95
L PTR|PNT30566 50 99 96 96

|I|I!||I'I|III

T T T T T l3'

100 150 200 250 300 350 400

w
=

Fig S10. The parameter selection for ANR and DFR in SDR superfamily of the test species.
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