CKARWR79518.1
seed ATR|XP_011625289.2
ZMAJKMZ61979.1
ZMAJKMZ75382.1
CKAJRWR92886.1

seed|ATR[XP_006853415.2
seed|ATR|[XP_006846821.1
seed|OSAJLOC_Os11g48110.1
seed|OSAJLOC_0s05g35290.1
seed|OSA[LOC_Os04g43800.1
seed|OSAJLOC_0s02g41650.1
seed|OSAJLOC_Os04g43760.1
seed|OSAJLOC_0s02g41630.2
ACO|XP_020113447.1
ACO|XP_020080837.1
seed|ASH|PKA46439.1
seed|ASH|PKA60166.1
ACO|XP_020084519.1
ACO|XP_020093655.1
ACO[XP_020115177.1
ZMAJKMZ59369.1
ZMA|KMZ62782.1
CKA[RWR83967.1
CKARWR96645.1
HD|GWHPAZTZ022912
seed|VVIVIT_1350019g04460.t01
) HD|GWHPAZTZ000440
seed| TGY|GWHPASIV000402
HD|GWHPAZTZ022913
seed|ATH|AT5G04230.2
seed|ATH|AT3G10340.1
PTR|PNT18117
PTR|PNTI8116
PTR|PNT22562
HD|GWHPAZTZ013501
HD|GWHPAZTZ030916
seed TGY|GWHPASIV032361
HD|GWHPAZTZ032762
seed TGY|GWHPASIV034458
HD|GWHPAZTZ037535
seed TGY|GWHPASIV039366
seed|VVI|VIT _0650004g02620.t01
PTR|PNS98685
PTR|PNT31311
seed|ATH|AT2G37040.1
seed[VVIVIT_1650039g01300.t01

sp/QILRV9

b iden b gqcov b tcov h covl
76 99 100 98
100 100 100 97
72 97 94 98
72 97 95 98
66 95 89 99
100 100 100 99
100 100 100 97
100 100 100 98
100 100 100 97
100 100 100 98
100 100 100 98
100 100 100 98
100 100 100 98
82 98 99 95
82 99 99 95
100 100 100 97
100 100 100 98
85 100 86 92
82 99 98 99
78 98 97 98
76 99 96 98
81 100 94 98
85 100 96 98
83 97 91 98
90 99 47 85
100 100 100 98
100 100 100 98
100 100 100 98
84 95 44 56
100 100 100 99
100 100 100 99
87 97 94 98
89 97 95 98
88 97 95 98
91 99 98 97
100 44 110 97
100 100 100 97
99 100 100 98
100 100 100 98
100 100 100 98
100 100 100 98
100 100 100 98
87 99 96 99
87 99 97 98
100 100 100 98
100 100 100 98
88 83 62 100
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Fig. S6 The parameter selection for PAL of the test species.
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