ACOJXP_020090286.1
seed OSAILOC_Os04g24530.1
CKARWR842T6.1
HD|GWHPAZTZ020508
seed VVI[VIT 0150010g03720.t01
PTRIPNT52860
ACO[XP_020079807.1
CKAJRWRO6098.1
ZMA|KMZ69877.1
ACO[XP_020079936.1
CKA[RWR94789.1
HD|GWHPAZTZ022629
PTRIPNTI8236
PTRIPNT22413
ACO[XP_020093467.1
CKARWR72061.1
HD|GWHPAZTZ005712
HD|GWHPAZTZ042628
PTRIPNTO1254
PTRIPNT10331
PTRIPNTI0333
PTRIPNT10335
ACOIXP_020106385.1
ZMA|KMZ57113.1
ACO[XP_020107277.1
ACO[XP_020107278.1
CKARWR96891.1
CKAJRWR96893.1
HD|GWHPAZTZ017377
PTRIPNTI4935
PTRIPNS95027
PTRIPNS95044
PTR|PNS95046
ACO[XP_020093632.1
ACO[XP_020093634.1
HD|GWHPAZTZ010566
PTRIPNT38598
PTR|PNT47212
ZMAKMZ62337.1
ZMA|KMZ61702.1
ACO[XP_020093438.1
CKAIRWR86825.1
CKARWR86827.1
HD|GWHPAZTZ035708
PTRIPNT44725
ACOJXP_020111889.1
HD|GWHPAZTZ042631
HD|GWHPAZTZ014149
ACO[XP_020093290.1
seed OSAJLOC_0s03g05780.1
seed| ASH|PKAZ5923.1
seed ASH|PKA48037.1
CKAJRWR79381.1

seed ATR[XP_006843037.1
HD|GWHPAZTZ037563
seed TGY|GWHPASIV039394
PTRIPNS96382
ZMA[KMZ58010.1

Il

sl

il

il

PTRIPNS90545

seed TGY|GWHPASIV024196
seed|VVIIVIT _1650039g02040.101
ZMAKMZ58T51.1
ZMAKMZ74685.1
ZMA[KMZ75794.1

seed ATHIAT1G65060.1

seed OSA|LOC_Os02g46970.1
ZMA|KMZ60136.1
ZMAKMZ71332.1
ACOJXP_020090862.1

seed OSAJLOC_0s08¢34790.1
seed ASH|PKA49450.1
ACO[XP_020103740.1

seed OSAJLOC_0s02g08100.1
seed OSAILOC_Os06g44620.1
seed OSAILOC_Os08g14760.1
seed ATR|XP_006845618.1
seed ATHIATIG51680.1

seed ATHIAT3G21240.1

seed ATHJAT3G21230.1
PTRIPNT46369
PTRIPNT52531
HD|GWHPAZTZ042362
PTRIPNS93562
PTRIPNT32135
PTRIPNT32136
HD|GWHPAZTZ006962

seed TGY|GWHPASIV007453
seed VVIIVIT_1150052¢01090.101
seed VVIIVIT 1150052g01110.t01
ACO[XP_020087164.1
ZMA|KMZ70021.1
ACO|XP_020098363.1
CKARWR91837.1
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Fig S2. The parameter selection for 4CL of the test species.
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