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Fig. S9 Metabolites and Structure genes expression profile. The heat map color block shows the changes of metabolite expression in the
four tissues of A, B, C and D from left to right: A represents bud, B represents the first leaf, C represents the second leaf and D represents

the third leaf. The orange box on the left is flavone and flavonol biosynthesis, and the right purple box is anthocyanin biosynthesis.



