Figure S4

LE TR

Expression level (log10FPKM)
i

m
-1

3

MYB

TEAQ33570
TEAQZ2 8T
TEAD12515
TEAD3DDES
TEAQ124273
TEAQD2005

TEAQODSA 7
TEAD16208
TEADD7455
TEAQ23286
TEAQD7 238
TEAQ28528

TEADOOT48
TEAQ33402
TEAQQD103

TEAQ227ES
TEAO17953
TEADZ25758
TEAQZ25556
TEAD14199
TEAD19218
TEAQ24205
TEAD11004
TEAD15307
TEAQ23891
TEADZ4622
TEAQ15362
TEADT9434
TEAQ11870
TEAD2E8204
TEAD15607
TEAQDB298
TEAQDS354
TEAQ2B008
TEADT12130
TEADS3160
TEADZ23853
TEAD31925
TEADD4853
TEAD336T2
TEADZ5405
TEAQ15363
TEAQ21255
TEAD21673
TEAQ33191

851

TEADDZ
TEAQ18597
TEADZ3584

5

|
T

LE TR

- TEADDBZ61
TEAQ28504
TEAQOSQOT

TEAQ1TO17

TEAO30895

TEAD32249

TEAD19471

TEAD28485

TEAQ30256

TEAQ13402

TEAD30222

TEAQ10596

TEAD15779

TEAQ10773

TEAD25947

TEAQDOOSO

TEAD20720

bHLH

TEAQ11248
TEAQ3I3210
TEAQ32897
TEAQ22030
TEAQGQ472
TEAQ14288
TEADQ3964
TEA019255
TEAD13512
TEAQ0Q036
TEADQ1206
TEAQZ28200
TEAQQ7917
TEA018399
TEAQ11054
TEAQ17300
TEAQ22746
TEAQ33734
TEAOQ3I2182
TEAQ29062
TEAQ13830
TEAQ32221
TEAQZZ2718
TEAD22528
. TEAD33721
TEAD17934
_E TEAQ23842
TEAQDQ421
L TEAD33133
- TEAD25617
~ TEAD03290
TEAD16938
TEAQ09785
TEAQ1Q741

4 TEAQQ5852
L TEADO136810
TEAQ29740
TEAQ12445
TEAD00833

—  TEAD04897
- TEAD25673
.~ TEADO&168

wWD40

LE TR

i

TEADDS010
TEAQ24017
TEAD11633

TEAQ10550
TEAD32433
TEAD135871

TEAD1 3245
TEADD9193
TEAD10659

. TEAQ22983

LE TR HD-ZIP

TEADDZ2437
TEAQD3488
TEAD19558

TEAQ22787
TEADDST9D
TEADDE200
TEAD14448
TEAQZ25864
TEADDOTTE
TEAD23291
TEAQD9343
TEAD24144
TEAQ31584
TEAODS104
TEADDS498
TEADZ20161
TEAD22050
TEAQ15184
TEAD18438
TEAQ31027
TEAD24580

TEADD1923

LE TR _ AP2Z

TEADZD858
TEAQ16182
TEAQDZ0SZ
TEAQ22729
TEADDZ2953
TEAQ3Z2107
TEAQ14653
TEAD17527
TEAD23914
TEAQ18558
TEAQ13916
TEAQD4341
TEAO33058

TEAQ24135
TEAQQ4324
TEAD13830

TEAD12084



Figure S4. The abundant expression of transcription factors in tea trichomes (TR) and trichome-
removed leaves (LE). The expression levels (log10) of representative MY B, WD40, bHLH, HD-ZIP, and

AP2 type transcription factors were represented by heat map.



