
Supplementary Table S2. E. coli strains used in this study.

Strain Resistance gene Description Tetracycline
susceptibility Usage in this study Resource

E. coli MG1655/RP4 tetA, bla, and neo Nonpathogenic model
strain Resistant In vitro study of synergistic antimicrobial

activity and mechanisms Klümper, et al. [1]

E. coli MC4100/pTGM tetM Nonpathogenic model
strain Resistant Antibiotic uptake; In vitro study of synergistic

antimicrobial activity; Bahl, et al. [2]

Extraintestinal pathogenic
E. coli C4313 tetA, mdfA Pathogenic clinical isolate Resistant In vitro and in vivo synergistic antimicrobial

activity Duan, et al. [3]

E. coli C4313∆acrB. tetA, mdfA Pathogenic clinical isolate Resistant In vitro and in vivo synergistic antimicrobial
activity This study

E. coli ATCC 25922 - Nonpathogenic model
strain Susceptible Evolution experiment ATCC

ATCC, American Type Culture Collection.
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