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Supplementary Fig. S5. (a) Linear regression analysis of ARGs and HBPs. (b) Linear regression analysis

of VFGs and HBPs. (¢) Effects of different root exudates on the abundance of high-risk HBPs in soil.

Different lowercase letters indicate significant differences among the treatments at p < 0.05. (d) Relationship

between ARGs, VFGs, and HBPs. (e) Species and abundance of high-risk HBPs.



