Supplementary material
Table S1. Primers sequence used in qPCR
	Gene
	Forward sequence (5′-3′)
	Genbank No.

	cat
	F: CTGGCGAATGTGTCTACTGC
	XM_038704976.1

	
	R: CTTGGTCAGATCGAAGGGGT
	

	sod
	F: AAACCTGGTAGCTGCATCCA
	XM_038727054.1

	
	R: TGTGGTTAATGTGGCCTCCT
	

	IL-1β
	F: GCGACCGCAGTAAGAAAGAC
	XM_038733429.1

	
	R: TTGCTCCAGTTTCAGCACAG
	

	TNF-α
	F: CTTCGTCTACAGCCAGGCATCG
	XM_038710731.1

	
	R: TTTGGCACACCGACCTCACC
	

	IL-10
	F: CGGCACAGAAATCCCAGAGC
	XM_038696252.1

	
	R: CAGCAGGCTCACAAAATAAACATCT
	

	TGF-β1
	F: GCTCAAAGAGAGCGAGGATG
	XM_038693206.1

	
	R: TCCTCTACCATTCGCAATCC
	

	ZO-1
	F: GCCCCCTCACCGTCCCCT
	XM_038701018.1

	
	R: CGGCTGCCCTGTTCCCAG
	

	Occludin
	F:TCCTGGTTGTCATCGCCTTGGGT
	XM_038734217.1

	
	R:GACGGTCGGCTGGTGGTCCTCTC
	

	β-actin
	F: GGTGTGATGGTTGGTATGG
	XM_038712920.1

	
	R; CTCGTTGTAGAAGGTGTGAT
	


Note: cat, catalase; sod, superoxide dismutase; IL-1β, interleukin-1β; TNF-α, tumor necrosis factor-α; IL-10, interleukin-10; TGF-β1, transforming growth factor-β1; ZO-1, zonula occludens-1.

Table S2 Mulberry branches biochar influence on the Micropterus salmoides of intestinal tissue morphology (μm)

	Items
	Groups
	SEM
	P-value
	Polynomial contrasts

	
	G0
	G10
	G20
	G40
	
	
	Linear
	Quadratic

	Villi height
	456.660
	489.140
	460.480
	460.910
	55.620
	0.949
	0.982
	0.591

	Villi width
	83.370
	83.840
	85.660
	84.890
	8.690
	0.413
	0.403
	0.187

	Muscular thickness
	109.320
	110.510
	110.400
	108.910
	15.570
	0.588
	0.396
	0.364
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Fig.S1 Intestinal tissue slice of Micropterus salmoides (HE staining，200×)

  [image: image5.png]



Fig. S2 Venn map of intestinal microbiota of largemouth bass fed with different feed formulations (G0, G10, G20 and G40)

