Table S5 Top 20 significantly enriched KEGG pathways of DEGs in liver tissues.

Term p-value Enrichment_score Genes

Glycerolipid metabolism 0.014774705 5.763097072 LIPC;LIPG;LPL

PPAR signaling pathway 0.017613569 5.397186147 APOAT;APOC3;LPL

Cell adhesion molecules 0.023577795 3.626909091 NTNG2;SLITRK4;SLITRKS5;SLITRK6
Neuroactive ligand-receptor interaction 0.08284269 1.954153605 ADRA2C;CNRI1;GIPR;GLRA2;NPFFR1;RXFP3
RIG-I-like receptor signaling pathway 0.084208518 4.121487603 ILSL1;NFKBIA

Apoptosis 0.09176775 2.787071535 GADD45B;LOC768589;NFKBIA
Cytokine-cytokine receptor interaction 0.09547838 2.289715335 BMPS8A;CXCLI13;IL8L1;LOC112532694
Adrenergic signaling in cardiomyocytes 0.100579447 2.677344309 CREM;KCNQI;PPPIRIA
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