1 tgaggggtgagggeggegegggageteggetegtagtgegggegegegageeggggeegtttttgagggtggtgactgtgtgtectecca

91 ttataggtagctatccatccaccacagttacgATGGAGGTGTCCAAATCATCGAGCACAACCATGCAGGTCAGCTTCGTGTGTCAGCGGT
1 MEVSKSSSTTMQYV S FVCAQR

181 GCTGTCAGCCGCTCAAGCTGGACACGTCCTTTAATGTCCTCGACCGCGTCACAGTCCATGAACTTACAGCACCGTTAGTCACAGTGACAC
20 cCcCQPLKLDTSFNVLDRVTVHETLTAPLVTVT
271 CGAGTAAACAGGCGGAGAGCTCCGAGGGGGAGACGGCACCAGAGGAGGCATTTGTAGAAAACAAACAAGATGGCGTGTCAAGAAAGTACA
5 P S KQAESSEGETAPEEAFVENI KA QDG GV S RKY
361 TCCCACCAGCACGCATGATGTCAACGGAGAGCGCCAACAGCTTCACGCTGATTGGAGAAGCATCTGATTGTGGCAACATGGAACATCTCA
80 I PP ARMMSTESANST FTLTIGEASDCGNMMEHL

451 GTCGTAGGCTGAAGGTCACCAGTGACCTGTTTGACATCATGTCAGGCCAGACAGACGTGGACCACCCGCTCTGTGAGGAGTGTACCGACA

110 S R R L K vV T S D L F D I M S G Q TDVDHPLUCETET CTD

541 CACTGCTGGACCACCTCGACACACAGCTCAATATCACAGAGAACGAATGCCAGAATTACAAGCAATGTCTGGAGCTGCTGTCAAATCTGC
40 T L L D H L D T Q L NT TENZET CAQNYZKQCTILETLTLSNIL

631 AGGTGGAGGACGAGGAAACTCTGCTGGCCGAGCTGCAGCAGCTGAAGGAGGAGGAGGCAGCGCTGGTGGAGGAACTGGAGACGGTGGAGG
170 @ V. E D E E T L L A E L Q QL K EFEEAATLVEETLTETVE

721 AGCAGAGGGCTGCTGTGGCCGACGACCTGGCCCAGTGCAGGGTCCACTCCCAACAGCTCGACACAGAGGAGCTCCAGTATCAGAAAGAGT
200 E Q R AAV ADDILAQCRVHSQQLDTETZETLUG QY QQKE

811 ACAGCGAGTTCAAACGGCAGCAGCTGGAGCTGGACGACGAGCTGAAGAGTGTCGACAACCAGATGCGCTACTGCCAGATTCAGCTGGATC
230 Y S EF KR QQ L ELDUDETLZKSVDN QMRYCQT QLD

901 GTTTAAAAAAGACCAATGTCTTTAATGCCACTTTTCACATCTGGCACAGTGGCCAGTTTGGCACAATCAACAACTTCCGCCTGGGTCGAC
260 R L. K K T NV FNATZFHTITWHSGQFGTTNNFEFRTILGR R

991 TCCCCAGCGTCCCCGTGGAGTGGAACGAGATCAATGCAGCCTGGGGCCAGACGGTGCTGCTACTGCACGCTCTGGCCAATAAGATGGGGC
290 L G R L PSVPVEWNETNAAWGQTV LLLHATLAN

1081 TGCGCTTCAAAAGATATCGTCTTGTTCCATATGGAAACCACTCATACTTGGAGTCACTGACAGATAAGTCAAAGGAACTGCCTCTGTACT
320 K M G L R F KR Y RLVPYGNHSYLESTILTDIEKS SZKTETL

1171 GTTCAGGAGGCTTGAGGTTCTTCTGGGACAATAAATTCGACCACGCCATGGTGGCTTTTCTGGACTGTGTCCAGCAGTTCAAAGAGGAGG
3% P L Y CSGGLRFFWDNIEKTEFDHAMVYAFTLDTCVQQF

126 TGGAGAAAGGAGACACTGGATTCTGCCTCCCGTACAGGATGGATGTGGAGAAAGGGAAGATCGAGGACACTGGCGGCAGCGGCGGCTCGT
380 K F E VEKGDTOGFCLPYRMDVEZEKTGTZ KTEDTGGS

1351 ACTCCATCAAAACCCAGTTCAACTCGGAGGAGCAGTGGACCAAAGCGCTCAAGTTCATGCTCACTAACCTGAAGTGGGGACTGGCCTGGG
410 Y S T K T Q F NS EE Q WTKALKFMLTNILIEKWGTILAW

1441 TCACTTCGCAGTTCTACAACAGATAGgctggcagactcctectggecatttcaattaggttitcacatgaatatagagatcaaaagaacta
440 VT S Q F Y N R *

1531 tttggatcatttttggattttcagtactaacggcacaggactcatatcgatcttcaagaaaggtggttacaaaggegactttgaaagtag
1621 aataactactactcacacagttttatcacaaatactaattttacttcgacactcttcaatgtagttgaaaaaattcttctetagtetgtt
1711 ggacgcacagcacagcccagtttccagtaggtggatgtcaagtgtttgtetgtacgtaaagtcattacgataaaatgttacatttttaag
1801 caaacccacagtgaaactgcttcagacacatttgaatttgtttgetgatgttcaagtcatattecactgattaaacatccactactggta
1891 ataaaaagggcatcacgtgtatcctggtaatcactaacttgttactgtetgetcaatteeccccctaataaagecatcagaggacgtttgtyg

1981 ccacaagaactaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa

Figure S2 Nucleotide and amino acid sequences of Beclin-1 of T. fasciatus. Note: The predicted
APG6 domain is marked with straight line in black and BH3 box is marked with wavy line in red.
The start codon and end codon are in blue.



