1 tatacctcaggegegetggggtagggggtcaggeggggggagattgageeggtaaggaceegeggtgeggggggttttttettgteggge

91 ggggtggggagecagtggtttegagggatcageagegecgaagaagaagaaggaaacggeggeageagectgetcaaaggteceteggeag
181 cgeecacgacceggeccgeecgeacgetecacacgeecggeteegetegetttggeceegeegeegteteagggtegaceegetegegact
271 tggacgcaggATGCCTTCAGAAAAGACCTTCAAACAAAGACGGAGCTTCGAACAGAGAGTAGAAGATGTACGACTGATCCGGGAGCAGCA
1 MPSEZKTFZ KQRRSFE® QRVEDVRTLTITREN®QH

361 CCCCAACAAGATACCCGTGATCATCGAGCGGTATAAAGGAGAGAAGCAGCTTCCCATGCTGGACAAGACCAAGTTCCTGGTGCCGGACCA
207pNK TPV IITERYZ XKG GEZ KA QQLPMLDZE KTTZ KT FTLVPDH
451 CGTAAACATGAGCGAACTCATCAAGATCATCAGGAGGCGCCTCCAGTTAAATTCCAACCAGGCCTTCTTCCTCCTGGTCAACGGCCACAG
57 V.N M S ELTZKTTRRRLA QLNSNQAFTFTLILVNSGHS
541 CATGGTGTCGGTGTCGGCTGCCATCGCTGAGGTCTACGAGCAAGAGCGGGATGAGGATGGCTTCCTCTACATGGTGCATGCCTCCCAGGA
g M v s v.s A AT AEVYEQERDEDGFTLYMVHASAGQE
631 GACCTTCGGCACCACCCACCTCCTCTAAacccccccccccctttectttggacaatcattttgggttttgetectecgeetectttaatt
07 T F G T T H L L *

721 gettttetttttagetgaatctggetgaatetggtaactgateccatttcaatttggggtaaaggtgtaaaaagecaaacagacacacac
811 acaaacccatttagacaaacacacatttgatattttagtggttttgaggagttgtttetgetegtgtgtgtaaatatgtattgeaggttt
901 tgagagcgtggaggecggtgatggtegaggettecctgtgtacgeegggeattegeccacgggeeecgeggacagtgggacgeagetttage
991 tgtggacgtggacgattgtaaatagcaacaaaagaaatgecttgtctaagaatgggaccectggggggttecggggggggttccaggtagt
1081 ggtaccaggttacttcaggacactactgcacgtatgaggetgttgtcattatgagtgtttcecaagttatectaacttetgaggeeectge
1171 agttatctgacacttgtgtgegtttcagtctetectecaccatettetecataaactgtttagetgettttatetgtttttaggaacatea
1261 ctgttattaatttaatgtaattgggttttttttaaattctattgtecttgtactgactccaaacgtgtetttttgaccagtgttgaagag
1351 aggagtcgettetgtgttgtgtttttgggetetetetetetetetetetetetaacacacacagtgecaatatcatacagettettatgta

1441 ttctgtttatatttttgtaanacaataaaagtaggaaaaaaanaaaaaaaaaaaaaaaaa

Figure S1 Nucleotide and amino acid sequences of LC3 of T. fasciatus. Note: The predicted

APG12domain are marked with straight line in black. The start codon and end codon are in blue.



