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Figure S2. The acyl chain saturation levels of glycerophospholipids in the
longissimus thoracis. a) The intensity fold changes of individual fatty acyl chains
associated with CLs sorted by the degree of saturation. b) The intensity fold changes
of individual fatty acyl chains associated with PEs sorted by the degree of saturation.
c) The intensity fold changes of individual fatty acyl chains associated with Pls sorted
by the degree of saturation. d) The intensity fold changes of individual fatty acyl

chains associated with LPCs sorted by the degree of saturation.



