
Figure S1. Fecal microbial composition of the CON and HT groups over time. (a, b) 
Stacked bar plots of species distribution at phylum and genus levels. (c) Absolute 
abundance of L. johsonii (U.test, P<0.01). 

1 3 5 7 10 13 16 19 23 28
0

2

4

6

Day

lg
 (

cf
u
/g

)
L. johsoni

1.8297

b

C
O

N
1

C
O

N
3

C
O

N
5

C
O

N
7

C
O

N
1
0

C
O

N
1
3

C
O

N
1
6

C
O

N
1
9

C
O

N
2
3

C
O

N
2
8

H
T

1
H

T
3

H
T

5
H

T
7

H
T

1
0

H
T

1
3

H
T

1
6

H
T

1
9

H
T

2
3

H
T

2
8

0

20

40

60

80

100
R

e
la

tiv
e
 a

b
u
n
d
a
n
ce

 (
%

) Firmicutes

Bacteroidota

Proteobacteria

Actinobacteriota

Fusobacteriota

Verrucomicrobiota

Cyanobacteria

Campilobacterota

Desulfobacterota

Elusimicrobiota

Other

a

CON
HT

P < 0.01

C
O

N
-1

C
O

N
-3

C
O

N
-5

C
O

N
-7

C
O

N
-1

0
C

O
N

-1
3

C
O

N
-1

6
C

O
N

-1
9

C
O

N
-2

3
C

O
N

-2
8

H
T

-1
H

T
-3

H
T

-5
H

T
-7

H
T

-1
0

H
T

-1
3

H
T

-1
6

H
T

-1
9

H
T

-2
3

H
T

-2
8

20

40

60

80

100  Bacteroides
 Lactobacillus
 Escherichia-Shigella
 Faecalibacterium
 Fusobacterium
 Collinsella
 Bifidobacterium
Clostridium

 Subdoligranulum
Clostridia_UCG-014

Other

R
e
la

tiv
e
 a

b
u
n
d
a
n
ce

 (
%

)

0

c

**

1.8297


